
 	
  

Supplem
ental Figure. R

ibosom
e Profiling A

ssay of C
hloroplast G

ene E
xpression in the m

aize psa2-1 m
utant.   

R
ibosom

e footprints w
ere purified from

 seedling leaf tissue and analyzed by hybridization to a high resolution tiling m
icroarray of the 

m
aize chloroplast genom

e  (20). G
enes encoding proteins required for PSI activity are shaded. The plot show

s the ratio of signal in the 
w

ild-type relative to the m
utant.  The peaks observed in several regions (e.g. rbcL) are secondary effects observed in m

any non-
photosynthetic m

utants (data not show
n) and do not involve genes relevant to PSI activity. Substantive defects in plastid gene 

expression at the R
N

A
 or translation level are readily apparent in this type of assay as peaks of m

agnitude 5 or greater  (20).  The 
average signal intensity for all array elem

ents in each gene encoding a PSI-related gene is show
n below

. 
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