Table S5. Differences of DNA methylation levels at all examined 193 CpG units including 299 CpG sites of 14 CpG island methylator phenotype (CIMP)
marker genes between CIMP-negative and CIMP-positive clear cell renal cell carcinomas (ccRCCs) in the learning cohort.

DNA methylation level (%) (mean=*SE)

ID of CpG unit Gene symbol Chromosome Position of CpG site 2 CIMP-negative CIMP-positive P value ®
ccRCCs (n=88) ccRCCs (n=14)
1 FAM150A 8 58478309 7.10+0.30 16.90+3.40 1.81E-05
2 FAM150A 8 58478316, 58478323 5.30%+0.30 18.00+4.60 7.71E-08
3 FAM150A 8 58478361, 58478363, 58478366 8.20%+0.40 22.90+4.20 1.08E-06
4 FAM150A 8 58478376 5.30+0.50 15.30+£2.70 2.07E-06
5 FAM150A 8 58478396, 58478403 13.70+0.50 28.80+3.60 1.83E-07
6 FAM150A 8 58478416 41.60%+2.50 54.40%+7.10 3.61E-02
7 FAM150A 8 58478426, 58478428 25.30%+0.80 45.20+3.90 2.34E-07
8 FAM150A 8 58478477 17.70%+0.70 37.60+3.10 6.20E-08
9 FAM150A 8 58478496, 58478499 16.60+0.60 37.70+3.80 2.21E-07
10 FAM150A 8 58478504 2.20+0.40 16.50+3.60 9.96E-07
11 FAM150A 8 58478511 17.70+0.70 37.60=*=3.10 6.20E-08
12 FAM150A 8 58478536 3.30+0.40 17.90+4.70 4.05E-05
13 FAM150A 8 58478553 10.20+0.80 33.20+4.90 1.41E-05
14 FAM150A 8 58478585, 58478588, 58478592 13.20+0.80 31.80+4.20 1.15E-06
15 FAM150A 8 58478616 13.90+1.30 41.00+5.10 8.56E-06
16 FAM150A 8 58478624, 58478626 16.60+0.60 37.70+3.80 2.21E-07
17 FAM150A 8 58478661 8.30+0.50 23.40+4.30 5.02E-06
18 GRM6 5 178422320, 178422324 10.10+0.77 32.04+3.91 1.37E-06
19 GRM6 5 178422375, 178422380 8.63+0.37 22474274 2.29E-07
20 ZFP42 4 188916865, 188916867 17.00+0.67 32.55:+3.30 8.77E-06
21 ZFP42 4 188916875 10.23+0.61 25.67+2.90 5.73E-07
22 ZFP42 4 188916899 9.80+0.55 26.83+3.83 2.03E-07
23 ZFP42 4 188916913 9.33+0.39 24.31+3.27 2.85E-07
24 ZFP42 4 188916943 25.67+1.20 46.69+3.90 3.41E-06
25 ZFP42 4 188916982, 188916984 20.67+0.98 42.19+2.99 2.28E-07
26 ZNF540 19 38042446 46.15+1.15 60.42+3.90 1.00E-04
27 ZNF540 19 38042453 30.51+1.66 50.92+5.17 6.64E-01
28 ZNF540 19 38042472, 38042474 15.26+0.77 27.95+2.52 3.03E-08
29 ZNF540 19 38042486 30.51+1.66 50.92+5.17 2.11E-03
30 ZNF540 19 38042496 23.81%+1.53 48.80+4.08 3.22E-08
31 ZNF540 19 38042499, 38042501 17.65+1.21 36.03+4.88 1.92E-06
32 ZNF540 19 38042518 20.25+1.57 44.45+2.75 2.12E-07
33 ZNF540 19 38042530, 38042532 21.48+1.17 45.40%2.10 7.60E-08
34 ZNF540 19 38042544, 38042552 40.92+1.09 55.75+2.86 1.47E-05
35 ZNF540 19 38042564 17.67+1.49 38.33+6.96 1.16E-03
36 ZNF540 19 38042576 22.31+0.88 35.92+3.35 3.46E-07
37 ZNF540 19 38042593, 38042608 40.68+1.65 51.10%+5.51 1.24E-02
38 ZNF540 19 38042625 24.31%+1.57 41.88+7.96 1.64E-05
39 ZNF540 19 38042770, 38042774 23.65+1.33 40.90+4.46 4.83E-07
40 ZNF540 19 38042782, 38042785 21.63+1.16 38.57+4.79 2.96E-06
41 ZNF540 19 38042800, 38042802 35.12+1.26 57.15+4.62 1.89E-08
42 ZNF540 19 38042816 26.95+1.18 48.07+5.15 8.69E-05
43 ZNF154 19 58220567 7.61+0.59 30.67+5.37 4.55E-08
44 ZNF154 19 58220627 5.75+0.54 32.93+5.47 2.30E-08
45 ZNF154 19 58220657, 58220662 10.37+0.69 35.71+5.08 3.67E-08
46 ZNF154 19 58220706 10.67+0.67 26.02+5.26 8.10E-07
47 ZNF154 19 58220718 14.70%£1.10 31.07+5.40 9.78E-05
48 ZNF154 19 58220766, 58220773 26.58+1.31 50.31+3.96 5.76E-07
49 RIMS4 20 43438319 11.11%£1.05 20.86=*+3.40 1.26E-03
50 RIMS4 20 43438335, 43438338 16.56+0.84 28.42+3.96 2.80E-04
51 RIMS4 20 43438404, 43438406 30.49+1.47 52.19+4.11 7.02E-06
52 RIMS4 20 43438421, 43438428, 43438430, 43438433 24.21+=1.10 41.31+£4.04 1.05E-05
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15.54+1.11
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3.73%+0.43
8.44+0.71
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16.26+1.49
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14.77+0.83
14.77+0.83
12.14+0.55
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15.50+0.96
26.96+1.00
22.88+0.95
16.39+0.93
21.84+1.27
25.52+1.03
12.02+0.53
19.46+1.04
21.79%£0.78
12.20+0.60
13.98+0.58
5.93+0.65
14.06+0.69
8.48+0.73
7.94+0.53
11.84£0.58
5.27+£0.45
12.20+0.60
4.07+0.51
26.14+0.60
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11.12+0.63
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6.01£0.72
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National Center for Biotechnology Information (NCBI) Database (Genome Build 37). "Mann-Whitney U test. P values of <0.05 are

underlined.



