
Figure S1 Mismatch distribution for each matriline of R. oxycephalus. The abscissa indicates the number of pairwise differences between compared

sequences. The ordinate is the frequency for each value. Histograms are the observed frequencies of pairwise divergences among sequences and the line

refers to the expectation under the model of population expansion. (a–d) Mismatch distribution for the matrilines B1, B2, C1 and C2, respectively.

0

20

40

60

80

100

120

140

1 2 3 4 5 6 7 8

0

200

400

600

800

1000

1200

1400

1600

1800

1 3 5 7 9 11 13 15 17 19 21 23 25 27 29 31 33 35 37 39 41 43 45 47

0

50

100

150

200

250

1 3 5 7 9 11 13 15 17 19 21 23 25 27 29 31 33 35 37 39 41 43 45 47 49 51
0

500

1000

1500

2000

2500

3000

3500

4000

4500

5000

1 4 7 10 13 16 19 22 25 28 31 34 37 40 43 46 49 52 55 58 61 64 67 70 73 76 79 82 85 88 91 94

(b)(a)

(c) (d)

Lineage B1 Lineage B2

Lineage C1
Lineage C2


