
Table S3. Sanger sequencing results of TA-clones and direct sequencing for the validated postzygotic single-nucleotide mutations 

Individual Position 
Ref 

base 

Alt 

base 
Ref TA-clone Alt TA-clone Direct sequencing 

ACC1-II-1 15:80878576 C T 

 

(Forward) 

 

(Forward) 

 

(Forward) 

ACC1-II-1 4:165099831 C T 

 

(Forward) 

 

(Forward) 

 

(Forward) 

ACC1-II-1 6:85605629 A T 

 

(Forward) 

 

(Forward) 

 

(Forward) 



ACC1-II-1 6:154692299 G C 

 

(Forward) 

 

(Forward) 

 

(Forward) 

ACC1-II-1 18:70512197 T G 

 

(Forward) (Forward) (Forward) 

DS1-II-2 17:52287119 G T 

 

(Forward) 

 

(Forward) 

 

(Forward) 

DS1-II-2 19:55529705 C T 

 

(Forward) 

 

(Reverse) 

 

(Forward) 



DS1-II-2 19:56343191 T C 

 

(Reverse) 

 

(Reverse) 

 

(Reverse) 

DS1-II-2 14:71380614 T G 

 

(Forward) 

 

(Forward) 

 

(Forward) 

DS1-II-2 16:84073033 A C 

 

(Reverse) 

 

(Forward) 

 

(Forward) 

DS1-II-2 13:79932615 C A 

 

(Forward) 

 

(Forward) 

 

(Reverse) 



DS1-II-2 2:166848782 G C 

 

(Reverse) 

 

(Forward) 

 

(Reverse) 

DS2-I-1 1:72008400 A G 

 

(Forward) (Reverse) 

 

(Reverse) 

DS2-I-1 16:64312186 C T 

 

(Forward) 

 

(Forward) 

 

(Reverse) 

DS2-I-1 X:68611473 C A 

 

(Forward) 

 

(Forward) 

 

(Forward) 



DS2-I-1 2:166854673 G T 

 

(Forward) 

 

(Reverse) 

 

(Reverse) 

DS2-I-1 13:89662020 A C 

 

(Forward) 

 

(Reverse) 

 

(Reverse) 

 

 




