Supplementary Table 1. Amino acid alignment of known bipartite nuclear localization signals
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Name A possible consensus of bipartite NLSs ISepnactehr
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K R—Xa1y—K R R K
Npl KRPAATKKAGQAKK KKLD 10
NIN2 RK KRKTEE ESPLKDKAKK SK 13
SWI5 KKYENVVIKRSPR KRGRPRK 11
Rb KRSAEGSNPPKPLKKLR 12
PB2 KRKRDSSILTDSQTATKRIRMA 13
CBP80 S RRRHSDENDGGOPHKRRKTS 13
c-Met QHVVIGPSSLIVH 10

Npl, nucleoplasmin; NIN2, Xenopus phosphoprotein NIN2; SWI5, Saccharomyces cerevisiae protein SWI5; Rb,
retinoblastoma protein; Pb2, influenza virus polymerase Pb2; CBP80, human cap-binding protein 80; c-Met, human
receptor tyrosine kinase protein c-Met.
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