SINA cv. Wanad

AG065289.1 MKAFFFVALLALVASTAFAQYSEVG]SYDVAGGGGAQQCPLETKLNSCRNYLIHRCSTMK 59
ABB88759.1 VALLALVASTAFAQYSEVG-SYDVAGGGGAQQCPLETKLNSCENYLLERCSTMK 59
AFR62832.1 1dLLALVASTAFAQYREVVASYDVAGHGGAQQCPLPTKLNSCRNYLLDRCITMK 60
ABD72477.1 IQLLALVASTAFAQYSEVVASYDVAGGGGAQQCPMETKLNSCRNYLLDRCSTMK 60
ABB52757.1 [Fo——C—— T _C DVAGGGGAQQCP[IETKLNSCRNYLLDRCSTMK 32
AG065289.1 DFPVTWWWKWWKGGCQELLGECCSPLGOMPPQCRCNIIQGSIQGDLGGIFGFQRDRASK 119
ABB88759.1 DFPVTWWWKWWKGGCOELLGECCSRLGQMPPQCRCNIIQGSIQGDGGIFGFORDRASK 119
AER62832.1 DFPHTWHWWKWWKGGCOELLGECCSRLGQMPPQCRCNTIQGSTQGDLGGIFGFORDRAFK 120
ABD72477.1 DFPVTWRWWKWWKGGCQELLGECCSRLGOMPPQCRCNIIQGSIQGDLGGIFGFQRDRASK 120
ABB52757.1 DFPVTWHWWKWWKGGCJELLGECCSRLGOMPPQCRCNIIQGSIQGDLGGIFGFQRDRASK 92
AGD65289.1 VIQEAKNLPPKCNQGPHcNIPGHsGYYW 147
ABB88759.1 VIQEAKNLPPKCNQGPRCNIPGHSHY YW 147
AFR62832.1 VIQEAKNLPPKCNQGPPCHIPHTSGYYW 148
ABD72477.1 VIQEAKNLPPHcNOGPPCNIPGTfGYYW 148
ABB52757.1 VIQEAKNLPPRCNQGPPCNIPGTHGYYW 120

AG065289.1 — secaloindoline a — (x Triticosecale Wittmack) cv. Wanad

ABBB88759.1 — puroindoline a — Secale cereale cv. Galma

AER62832.1 — puroindoline a — Elymus spicatus (synonyms: Pseudoroegneria spica and
Agropyron spicatum)

ABD72477.1 — puroindoline a — Triticum aestivum cv. Chinese Spring

ABB52757.1 — puroindoline a — Aegilops sharonensis
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Region_name="AAIl_SS": Alpha-Amylase Inhibitors (AAls) and Seed Storage (SS) Protein
subfamily; composed of cereal-type AAls and SS proteins.




SINB cv. Wanad

AG065290.1 MKTCLFLLALLALVASTTLAQYSEVGGWYNHEVGGGGGAQQCPLERPKLSSCMDYVMERC 59
AAT76524.1 MKTHLFLLALLALVASTTLAQYSEVGGWYNHEVGGGGGAQQCPLERPKLSSCMDYVMERC 58
ADH94993.1 MKTFHFLLALLALVAQTTHAQYSEVGGHEENENGHccEHooCcPLERPKLS SCHDYVMERC 59
ABB88792.1 MKTHLFLLHLLALVASTRHAQYSEVGGWYNHEVGHGGGHQOCPLERPKLSSCKYYVMERC 58
ABD72479.1 MKTHLFLLALLALVASTTJHAQYSEVGGWYNHEVGGGGGHOOCPJERPKLSSCKDYVMERC 58
BAK64217.1 MKTHLFLLALLALVASTTLAQYSHvGGyNHEVGGGE QQCPERP@LSSC DYVMERC 57
AGO65290.1 FTMKDFPVTWPTRWWKGGCEHEVREKCCNQLSQIAPQCRCDSIRGMIQGKFGGFFGIWRG 119
AAT76524.1 FTMKDFPVTWPTRWWKGGCEHEVREKCCNQLSQIAPQCRCDSIRGMIQPKFGGFFGIWRG 118
ADH94993.1 FTM@DFPVTWPTRWWKGGCEHEVREKCCQLSQIAPQCRCDSIRGM@QG GGFFGIWRG 119
ABB88792.1 [JTMKDFPVTWPTRWWKGGCEHEVREKCCIJOLSQIAPQCRCDSIRGMIQPKIGGFFGIWRG 118
ABD72479.1 FTMKDFPVTWPT@WWKGGCEHEVREKCCQLSQIAPQCRCDSI TQGRIUGGHIGIWRG 118
BAK64217.1 FTMKDFPVTWPTRWWKGGCEHEVRKCCOLSQIAPQCRCDSIRRVIORKGC]FGTwRG 117
AG065290.1 DVFKQTQRAQSLPSKCNMGADCKFPGGYYW 149
AAT76524.1 DVFKQTQRAQSLPSKCNMGADCKFPRGYYW 148
ADH94993.1 DVFKO[JORAQSLPSKCNMGADCKPf{GY YW 149
ABB88792.1 DVFKQUORAQSLPSKCNMGADCKFPSHYYW 148
ABD72479.1 [HVFKQUORAQSLPSKCNMGADCKFPHGY YW 148
BAK64217.1 KO[JORAQSLPSKCNMGADCKFPYGY YW 147

AG065290.1 — secaloindoline b — (x Triticosecale Wittmack) cv. Wanad
AAT76524.1 — puroindoline b — Secale cereale cv. Imperial

ADH94993.1 — puroindoline b — Aegilops comosa

ABB88792.1 — puroindoline b — Aegilops umbellulata

ABD72479.1 — puroindoline b — Triticum aestivum cv. Chinese Spring
BAKG64217.1 — hordoindoline b — Hordeum brachynatherum subsp. Californicum
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Region_name="AAIl_SS": Alpha-Amylase Inhibitors (AAIs) and Seed Storage (SS) Protein

subfamily; composed of cereal-type AAls and SS proteins.

Figure S3. Alignment of the SINA and SINB amino acid sequences of cv. Wanad with others
puroindoline-like proteins find by Mascot (Table 3).



