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Figure S1 Alignment of WRKY domains between Pak-choi and Arabidopsis.
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TYRKSQGICEATKQVQRSDE -NQMLLE ISY¥RG IHT
SYNKDHNCEARKHEQK IKD-NPPVYRTTYFGHH I
TFRNTQYCWATKQVQRSDG -DPTIFEVTYRGTHT
THRFTQDCLAVKQVQKSDT -DPSLFEVKYLGNHA
AYKFTHGCKATKQVQRSET -DSNMLAITYLSEHT
THRSTQNCWATKQVQRSDG -DATVFEVTYRGTHT
THKPTQGCKATKQVQKQDQ -DSEMFQITY IGYHT
THQKLYNCPAKKQVQRLND-DPFTFRVTYRGSHT
AYTKDQNCEAKKQVQKIQH-NPPLYSTTYFGQHV
AYAKDQNCYATKRVQMIQD-SPPVYRTT¥LGQHV
TYAKDQNCNARKRVOMIQD-NPPVYRTTYLGKH I
AYAKDQNCDATKRVQK IQD-NPPVYRNTYVGQHT
TYAKDQNCNATKRVQK I KD-NPPVYRTTYLGKHT
THKYTQGCKATKQVQKVEL -EPKMFS ITY IGNHT
TYRKSQGCEATKQVQRSNENHQMLFE ISYRG I HS
THRFTQNCLAVKQVQKSDR -DPSIFEVKYVGSHT
THRSTQNCWATKQVQRSDN-DPTVFEVTYRGTHT
THKPTRGCKATKLVQKQEQ -DPSLFQITY IGHHT
AYTNDQKCEAKKQVQMIQN-NPPLYSTTYFGRHT
AYAKDRNENAKKREQQ IQD-SPSVYRTTYVGKH I
AYAKDRNENATKRVQQ IQN-SPSVYRTTYVGKH I
THKFTQGCKATKQVQKLEP -ESKMFENITY IGNHT
THKYTQGECKATKQVQKLES -EPRMFS ITY IGNHT
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