YEPD + 1M KCI SD+AA SD+AA + 1M KCI

O
@
B

Wild type

sho1A ssk1A

ste11A ssk1A

250

ras2A

ras2A ssk1A
200 -
pde2A

pde2A ssk1A
150

100 -
50 &
0 "B—=—
-
=

Figure S6. Specificity of filamentous growth MAPK pathway regulators in the HOG pathway. A) Wild type and
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indicated mutants were spotted on YEPD, YEPD + 1M KCIl, SD + AA, and SD + AA + 1M KCI and grown for 2d. B)
Level of p8X-CRE-lacZ activity in selected mutants that show filamentous growth MAPK pathway hyper-activation.

Strains were grown in YEPD for 6 h then shifted to YEPD + .4M KClI for 30 min.
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