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Tdpl.hs 1 MSQEGDYGRWTISSSDESEEEKPKPDKPSTSSLLCARQGAANEPRYTCSEAQKAAHKRKISPVKF 65
Tdpl.chicken 1 MLQEGAHGRWTVSSSEDSTEENSDSEKPSTSSLLSAPRSEASGPQYPCSEARKVAHKRKASPLRF 65
Tdp1.dm 1 -MKECPYG------------ EKCYRKNPTHFGEFSHAHLDATYAKGNESGDYETPAN---YSSEM 49
Tdp1.sc 1 MSRETNFN---------=--- GTKRKRSDVAEKVAQRWKSVR - === === === == === oo oo = 29
*
Tdpl.hs 66 SNTDS--VLPPKRQKSGSQEDLGWCLSSSDDELQPEMPQKQAEKVVIKKEKDISAPNDGTAQRTE 128
Tdpl.chicken 66 SDTHLPAQTPPAEKQRPGQEGLGWCLSSSDE--EPEDREKHTRKETLKEEK- - --- CDAPREQPQ 123
Tdp1.dm 50 THTQLKLLEKLFPKQATNKEQEAHSSSSKPAVTAPVASGSSSSGSLDTNPSGSSASGPAASQDTS 114
Tdp1.sc - R YSAEMENMAPVNSNNDSDDCVIVSESKITDLTNQEQDLSE 69
* *
Tdp1.hs 129 NHGAPACHRLKEEEDEYETSGEGQDIWDMLDKGNPFQFYLTRVSGVKPKYNS-GALHIKDILSPL 192
Tdpl.chicken 124 SHCKDEHSKNEKAEDYNEVLGEPQDTWDLLSGGNPFGFFLTKVRGIEQSYNS-GALHIKDILSPL 187
Tdp1.dm 115 NLAKKQKLNAKNIRDYIPVVIEKGGMAKKLERAAPYNMFLTATTDSKPTHSEPLSITLQEILDES 179
Tdpl.sc 70 RIETNDTAKGAVFKLMKSDFYEREDFMGEVED- - === --=~==—--==—-- MITLKDIFG-- 110
* *
Tdpl.hs 193 FGTLVSSAQFNYCFDVDWLVKQYP-PEFRKKPTLLVHGDKR--EAKAHLHAQAKPYENTSLCQAK 254
Tdpl.chicken 188 FGTLVSSAQFNYCIDVANLVRQYP-QEYRKKPLLIVHGEKR--ESKAELLAQARPFENTSFCQAK 249
Tdp1.dm 180 LGETESTVQINFMVDTGWLLGHYYFAGTLDKPLLLLYGDE----- SPELLSTGKFKQQVTAIRVK 239
Tdpl.sc 111 TETLKRSTLFSFQYELDFLLRQFH-QNVENTTIVGQKGTIMPTEARAMDATLAVILKKVKLIEIT 174
*
Tdpl.hs 255 LDIAFGTHHTKMMLLLYEEG-LRVVIHTSNLTHADWHQKTQGIWLSPLYPRIADG-THKSGESPT 317
Tdpl.chicken 250 LDIAFGTHHTKMMLLLYEEG-LRVVIHTSNLIAEDWHQKTQGIWLSPLYPRLPQGSSDSAGESET 313
Tdp1.dm 240 MPTPFATSHTKMMFLGYSDGSMRVVISTANLYEDDWHNRTQGLWISPKLPALPVDADTGAGESLT 304
Tdpl.sc 175 MP- PFASHHTKLIINFYDNGECKIFLPSNNFTSMETNLPQQVCWCSPLLKIGKEG ------- LPV 231
* . *** . * * .. . . * *  kk
Tdpl.hs 318 HFKADLISYLMAYNAPSLKEWIDVIHKHD--LSETNVYLIGSTPG--RFQGSQKDNWGHFRLKKL 378
Tdpl.chicken 314 NFKSDLISYLMAYSSPVLKEWIDLIREHD--LSETRVYLLGSTPG--RYQGIDKEKWGHLKLRKL 374
Tdp1.dm 305 GFKQDLMLYLVEYKTSQLQPWTARIRNSD--FSATNVFFLGSVPGGHREGSVRGHPWGHARLASL 367
Tdpl.sc 232 PFKRSLIEYLNSYHLKDIDELITKSVEEVNFAPLSELEFVYSTPS——KFQSSGLLSF YNKLEKL 293
* % * * % *
Tdpl.hs 379 LKDHASSMPNAESWPVVGQFSSVGSL GADE SKW- - - LCSEFKESMLTLGKESKTPGKSSVP---- 436
Tdpl.chicken 375 LKDHASSTPAQESWPVVGQFSSIGSLGADGSKW---LCSEFQESLVAAGSGVAALLKCDVP---- 432
Tdp1.dm 368 LAKHAA--PTDDRIPVVCQSSSTGSLGANVQAN---TQQDFVNSLKKD-STPVGKLRQMPP---- 422
Tdpl.sc 294 SAGTSASDTAKHYLCQTSSIGTSLSRARDENLWTHLMIPLFTGIMSPPAKDTAGRKKAEILPTNS 358
* * *
Tdp1.hs 437 <o LYLIYPSVENVRTSLEGYPAGGSLPYSTQTAE------ KQNWLHSYFHKWSAET 484
Tdpl.chicken 433 - --THLVYPTVSNVRQSLEGYPAGGSLPYSTQTAQ------ KQLWLHSYFHKWSAEV 480
Tdp1.dm 423 —ommmeee FKMIYPSYGNVAGSHDGMLGGGCLPYGKNTND--- - - - KQPWLKDYLQQWKSSD 470
Tdpl.sc 359 LINEYSQRKIKPYITFPTEQEFVTSPLKWSSSGWFHFQYLQKKSYYEMLRNKFKVFYKQDPAMVT 423
* * * *
Tdp1.hs 485 SGRSNAMPHIKTYMRPSPD---------- FSKIAWFLVTSANL SKAAWGALEKNG---TQLMIRS 536

BEEEEENAS - PN AN DPNAS

Tdpl.chicken 481 SGRSHAMPHIKTYMRPSHD-- ---FQKTIAWFLVTSANL SKAAWGALEKNG---TQLMIRS 532
Tdpl.dm 471 RFRSRAMPHIKSYTRFNLE---------- DQSVYWFVLTSANLSKAAWGCFNKNSNIQPCLRIAN 525
Tdpl.sc 424 RRRGTTPAHSKFYMHCATNSAGPCDASQVFKELEWCLYTSANLSQTAWGTVSRKP ———————— RN 480
* ¥ ¥ . * . ****** *** .
Tdpl.hs 537 YELGVLFLPSAFGLDS--FKVKQKFFAGSQEPMATFP----VPYDLPPELYGSKDRPWIWNIPYV 595
Tdpl.chicken 533 YELGVLFLPSAFGLDKGYFHVKGNMLSEGKDSATSFP----VPFDLPPERYGSKDQPWIWNIPYT 593
Tdpl.dm 526 YEAGVLFLPRFVTGED------ TFPLGNNRDGVPAFP----LPYDVPLTPYAPDDKPFLMDYLQG 580
Tdpl.sc 481 YEAGVLYHSRRLANTR———KVTCRTFTRDRRGCAGNPTHVAVPFTLPVIPYDLAEDECFCLARHE 542
* %k ***
Tdpl.hs 596 KAPDTHGNMWVPS 608
Tdpl.chicken 594 SAPDTHGNMWVPS 606
Tdpl.dm 581 ------------- 580
Tdpl.sc 543 ND----------- 544

Fig. S1. Amino acid sequence alignment of Drosophila (red), yeast Saccharomyces cerevisiae, and human and chicken TDP1 polypeptides. Identical residues
are shown in red with asterisks underneath. Conserved residues are indicated by dots underneath. Catalytic residues are highlighted in yellow (1, 2) and
conserved residues in contact with the nucleic acid substrate (1) are in pink.
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