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Supplemental	
   Figure	
   S2.	
   PTN1	
  
represses	
   several	
   genes	
   regulated	
  
by	
  Pi	
  starva5on.	
  
RT-­‐qPCR	
  experiments	
  on	
  14-­‐day-­‐old	
  
plants	
  grown	
  on	
  -­‐Pi	
  (white	
  bars),	
  -­‐Pi	
  
+	
   PTN1	
   40	
  µM	
   (black	
   bars)	
   and	
   +Pi	
  
(grey	
   bars).	
   (A)	
   locally	
   induced	
  
genes.	
   (B)	
   systemically	
   induced	
  
genes.	
   (C),	
   key	
   regulators	
   involved	
  
in	
  the	
  Pi	
  starva5on	
  responses.	
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