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iTRAQ intensities (Log, transformed)
Supplementary Figure S3. Log2 transformed iTRAQ intensities from GBM tumor sections (y-axis)

were plotted against unmatched tumor sections (x-axis). A simple linear regression line was
drawn through the data points and the R2 values were determined for all 8 GBM tumor pairs.

80x51mm (300 x 300 DPI)



