SUPPLEMENT B. Phylogeny of Protein Kinases from Arabidopsis and rice, excluding RLK/Pelle members

The kinase domain protein sequences were aligned for generating the neighbor-joining tree shown. The Arabidopsis gene names follow those of Arabidopsis Genome Initiative
and MAtDB. The rice gene names follow the convention: subspeices abbreviation, scaffold number (as released by Bejing Genome Institute), and the gene number of the scaffold
(as predicted in this study). These kinases were classified based on the phylogeny shown and two bootstrapped trees for Arabidopsis and rice kinases, respectively. The species-
specific trees are generated with various kinase family rerepsentatives from human, worm, and yeast, where detailed delineation of kinase families were done. The classification
for these kinases are shown on the right.
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