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PfLint2 TaqLint2 PRLint2

s C TTGAGCCTGCGCGTTAYC 3 5C TCA TTTGGT TTAGGAGAACAGATCA 3 »C TAGAAGCGACCTTAATAGCTC 5
N T T T T T O T T O N T S T T N SO (O I B BN | [ T T T T T O O O T T T Y SO SO (N B B

EU357989 1Linterrogans GAACTTGAGCCTGCGCGTTATCCGG CTTCTCATTTGGTTAGGAGAACAGATCACCG TTTGATCTTCGCTGGAATTATCGGAAG
EU357944.1Linterrogans Lo Lo Lo Lo .c ... . . . . . - . . . .
EU357967.1Linterrogans . . L P P B . . . . . . . . . .
EU358027 1Lkirschneri G A . G . . T . A T . . Cc C c . . G . T LA G . c . .
EU358025.1Lkirschneri . .. GA . G . . LT A T . . c c. T . G . . LT LA G .. C . .
EU358028 1Lkirschneri G A . G . . T . A T P C C c . . G . T LA G . c . .
EU358052.1Lborgpetersenii . C . . A . . T . G . . C c . . G . T G . G . c . .
EU358070.1Lborgpetersenii . C . . A . T . G . P C c . . G . T . G . G . c . .
EU358023.1Lborgpetersenii . C . B A . T . G . o C c . . G . . T G . G . c . .
EU358068.1Lnoguchii . A G . A T . A C A T. G . c . C c . . T . T T . G . G . . A
EU357960.1Lnoguchii A . G . A T . A C A T . G . c . C c . . T . T LT G . G . . A
EU357950.1Lnoguchii .. . G A . G . AL LT A [ A . T . G .. C. . CcC.C LT A T LT . G . G . . A
EU358065.1Lweilii G A . G . . C . LA A [ T . G . Cc . C c . . ¢C G A T G . G . G . [ .
EU358009.1Lweilii G A . G . A A T . A A N P C c . . T G . G T LA T . .
EU358043.1Lsantarosai . C . B A T . G . C c . . G . . G . G . c .
EU358067.1Lsantarosai . C . A T T . G . C c . . ¢C G A . G . G . c .
EU358035.1Lsantarosai C A T T G C C C G T C T C
EU358010.1Lmeyeri . C . A . T . G . C c . . . T . G . G . c .

176 bp

Figure S1. Complementary targets of the species-specific Leptospira interrogans probe and respective flanking primers. Partial alignment
of secY gene sequences of representative Leptospira species showing the complementary targets of the probes TagLint2 (and respective flanking
primers PFLint2 and PRLint2). Mismatches in sequences are highlighted. The GenBank access numbers from which the partial sequences were

retrieved are indicated for each species.



F_nery TqM_nery R_nery

5 CTGGCTTAATCAATGCTTCTGJ3 3»C TTAGAATAGATAATGT T TGACCTTGACS ¥ CCTTGTCTAGTGGCTTTCTCS
| Y Y Y I A O T Y Y N B | L e e e N e L e e e e N A A

EU358027.1Lkirschneri ATCCTGGCTTAATCAATGCTTCTGTAG TCGGAATCTTATCTATTACAACTGGAACTGTTC CGGGGAACAGATCACCGAAAGAGGAA
EU358025 1Lkirschneri . . . . . . . . . . . . . . . . . T . L . . . . . . Lo T
EU358028.1Lkirschneri . . . . . . . . . . . . . . . LT . A . . . . P T
EU357989.1Linterrogans P ¢ T C T T . C . . T C Cc A AL
EU357944.1Linterrogans . CcC . .G . .. . T T . . C . . LT C C A Ao .
EU357967.1Linterrogans . Cc . .G . . . . T T . L . C . . T C C A AL .
EU358052.1Lborgpetersenii G . .. G LT LT C . . [ . C . P [ . Co C . c . cC
EU358070.1Lborgpetersenii G G . T T C . .o [ . C . . . C . C C . T . C C
EU358023.1Lborgpetersenii .. . .G G . T T C . .. C . C . . . C . C C . . T . C C
EU358068.1Lnoguchii .Cc . . A . .7 . . . . . . . . AL . c. . C .G . G L - . G
EU357960.1Lnoguchii .Cc . .A .. T . . . . . . . Lo AT . c . . C .G . G . .. T ... . . . G
EU357950.1Lnoguchii . C . A T . . AT . Cc . . ¢C .G . G C T . .. A . G
EU358065.1Lweilii C . T T . C . T ... . c. . C . . C . Cc G A T G .
EU358009.1Lweilii A T . . . T . C . c . . T . . . C . C . A Cc . T .G o G .
EU358043.1Lsantarosai P € .G . T T CCo T c . . C . . . C . [ C . . [ [
EU358067.1Lsantarosai . . . . . . . T .G . . T . C . G A T ... . C . . . C . C C Cc G A C C
EU358035.1Lsantarosai . . . . . . . T .G . . T . C . G A T ... . C . . . C . C C [ G . . ... C C G
EU358010.1Lmeyeri FE e ¢ . G T T S Co C . C . C C C Cc . AL C C

Figure S2. Complementary targets of the species-specific Leptospira kirschneri probe and respective flanking primers. Partial alignment of
secY gene sequences of representative Leptospira species showing the complementary targets of the probe TqM_nery (and respective flanking
primers F_nery and R_nery). Mismatches in sequences are highlighted. The GenBank access numbers from which the partial sequences were

retrieved are indicated for each species.



FLnog2 TqLnog RLnog2

5 TCAGGGTGTAAGAAAGGTTTCU3 3¥C TACCAAGTTCGTTTTTCGGTTAGCS 3 TAGAAACGAAGAAGAAATTAAAACS

L O e e e e e e L e e e e e e e L e O e O e e e e e
EU358068.1Lnoguchii GACTCAGGG TGTAAGAAAGGTTCCTC AAAGATGGTTCAAG CAAAAAGC CCAATCGATT ATCATCTTTG CTTCTTCTTTAATTTTGTTT
EU357960.1Lnoguchii . . - . . ) . . . . . .
EU357950.1Lnoguchii . . . . P . B . . - . .
EU358027 1Lkirschneri A A G G . . . ... A . G .G . .G . C T . . C . . G . .
EU358025.1Lkirschneri A A G . G A . G . G .G . . C . LT . C . . . G . .
EU358028.1Lkirschneri A A G .G A . G .G . .G . C T . . C . . G . .
EU357989 1Linterrogans A . G A G . . . ... A . G . CcC . .G T LT T . . G .. .G . A
EU357944 1Linterrogans A . .G LA . G A . G . C .G . T LT LT . G . . . G . A
EU357967.1Linterrogans A . G A G . . . ... A . G . CcC . .G T LT T . . G .. . G . A
EU358052.1Lborgpetersenii . G A Cc .G A . G .G . . . . C - C . . C. .G .. cc. .
EU358070.1Lborgpetersenii . G A Cc G A . G . G . C . Cc . C . G .. ccC .
EU358023.1Lborgpetersenii . G A C G . . . . .. A . G .G . . C C . C. .G . CcCC .
EU358065.1Lweilii A . G A . G . . ... A A . G .G . . G . C [ . C. .G . ccC .
EU358009.1Lweilii A . G . . .G o A . G .G . . G . C . .. . G . cC .
EU358043 1Lsantarosai . G A . C . G . . . ... A . G .G . . C Cc . C. .G . ccC .
EU358067 .1Lsantarosai Cc G A G G C C G ccC C
EU358035.1Lsantarosai . C . G . . . ... T A . G .G . . C . C. .G .. ccC . C
EU358010.1Lmeyeri G A Cc G A G G C C G ccC

142 bp

Figure S3. Complementary targets of the species-specific Leptospira noguchii probe and respective flanking primers. Partial alignment of
secY gene sequences of representative Leptospira species showing the complementary targets of the probe TagLnog (and respective flanking
primers FLnog2 and RLnog2). Mismatches in sequences are highlighted. The GenBank access numbers from which the partial sequences were

retrieved are indicated for each species.



F_bpn TqM_bpn R_bpnl

% GATTCGGGTTACAATTAGACECU3® 5 TACTAAGGATGGTTTGGACGCTGCJ3 3’ TGATACCAGGCCAATC TAGTTS
I e T Y N Y Y N Y Y Y IO B B | e e L e e e O | L e e e e e e e e e |

AY461970.1Lborgpetersenii T A G 6 AT T C 6 6 GTTACAATTAGACCTGG AATTACTAAGGATGGTTTGGACGCTGCGACCTACTATGGTCCGGTTAGATCAATCTCA
AY4619721Lborgpetersenii . . . . B

AY622669.1Lborgpetersenii . . . . . - A . . . P . . . . .

AY461986.1Linterrogans LT . G . A . T . c . C A . A G T . T C . Cc¢C A G
JX532098.1Linterrogans LT . G . A . C . c . C A . A . G T . T C . Cc¢C A G
AY461983.1Linterrogans LT . G . A . C . c . C A . . A . A G T . T C . c¢C A G
AY461988.1Lkirschneri LT . G . T c . c . A . . C . G T . T A . c¢C A G
AY461991 1Lkirschneri LT . G . Tc . c . A . . C . G T . T A . ccC A G
L13284 1Lkirschneri LT . G . T c . c . A . . C . . G T . T A . CccC A G
AY461996.1Lnoguchii . G . T co. c . A . . C . A G T . T . Cc¢C . A G
AY461994.1Lnoguchii . G . B c . A . . C . o3 T C T A T . C G T P
AY461995.1Lnoguchii . G . B c . A . . C . . A G T . T . C . . ccC A G
AY462003.1Lsantarosai o o o P c . . C . LT C . C . T

AY461998.1Lsantarosai Lo T o F e ¢ c . . C . LT C . C . T

AY462000.1Lsantarosai o e P ¢ c . . . C . ST C . C . . T

AY462006.1Lweilii c . A . C . LT T A G
AY462005.1Lweilii Lo .. T Lo .G L c . A . C . LT T A G

93bp

Figure S4. Complementary targets of the species-specific Leptospira borgpetersenii probe and respective flanking primers. Partial
alignment of ompL1 gene sequences of representative Leptospira species showing the complementary targets of the probe TgM_bpn (and
respective flanking primers F_bpn and R_bpnl). Mismatches in sequences are highlighted. The GenBank access numbers from which the partial

sequences were retrieved are indicated for each species.



