Table S2.  Nucleosomal DNAs (160 bp) containing poly(dA:dT)-tracts (highlighted)
inserted in the 5S rDNA sequence. The left end of the nucleosome core particle begins
after the sequence 5’-GAATTC.

T, at position 29

5’GAA TTC CAA CGA ATA ACT TCC AGG GAT TTA TAA GCT TTT TTT GTC
ATA ACA TCC CTG ACC CTT TAA ATA GCT TAA CTT TCA TCA AGC AAG
AGC CTA CGA CCA TAC CAT GCT GAA TAT ACC GGT TCT CGT CCG ATC
ACC GAA GTC AAG CAG CAT ACCCGG G-3

T, at position 36

5S’GAA TTC CAA CGA ATA ACT TCC AGG GAT TTA TAA GCC GAT GAC
TTTTTTT CA TCC CTG ACC CTT TAA ATA GCT TAA CTT TCA TCA AGC AAG
AGC CTA CGA CCA TAC CAT GCT GAA TAT ACC GGT TCT CGT CCG ATC
ACC GAA GTC AAG CAG CAT ACCCGG G-3

T, at position 45

5’GAA TTC CAA CGA ATA ACT TCC AGG GAT TTA TAA GCC GAT GAC GTC
ATA ACATTT TTT TTC CTT TAA ATA GCT TAA CTT TCA TCA AGC AAG AGC
CTA CGA CCA TAC CAT GCT GAA TAT ACC GGT TCT CGT CCG ATC ACC
GAA GTC AAG CAG CAT ACCCGGG-%

T, at position 60

5’GAA TTC CAA CGA ATA ACT TCC AGG GAT TTA TAA GCC GAT GAC GTC
ATA ACATCC CTG ACCCTT TAT TTT TTT TAA CTT TCA TCA AGC AAG AGC
CTA CGA CCA TAC CAT GCT GAA TAT ACC GGT TCT CGT CCG ATC ACC
GAA GTC AAG CAG CAT ACCCGGG-%

T, at position 69

5’GAA TTC CAA CGA ATA ACT TCC AGG GAT TTA TAA GCC GAT GAC GTC
ATA ACA TCC CTG ACC CTT TAA ATA GCT TAATTT TTT TCA AGC AAG
AGC CTA CGA CCA TAC CAT GCT GAA TAT ACC GGT TCT CGT CCG ATC
ACC GAA GTC AAG CAG CAT ACCCGG G-3



T,, at position 28

5S’GAA TTC CAA CGA ATA ACT TCC AGG GAT TTA TAAGTTTTTTTTTTC ATA
ACA TCC CTG ACC CTT TAA ATA GCT TAA CTT TCA TCA AGC AAG AGC
CTA CGA CCA TAC CAT GCT GAA TAT ACC GGT TCT CGT CCG ATC ACC
GAA GTC AAG CAG CAT ACCCGGG-%

T,, at position 36

5S’GAA TTC CAA CGA ATA ACT TCC AGG GAT TTA TAA GCC GAT GAC
TTTTTTTTT TCC CTG ACC CTT TAA ATA GCT TAA CTT TCA TCA AGC AAG
AGC CTA CGA CCA TAC CAT GCT GAA TAT ACC GGT TCT CGT CCG ATC
ACC GAA GTC AAG CAG CAT ACCCGG G-3

T,, at position 44

5’GAA TTC CAA CGA ATA ACT TCC AGG GAT TTA TAA GCC GAT GAC GTC
ATA ACTTTTTTTTTTCTT TAA ATA GCT TAA CTT TCA TCA AGC AAG AGC
CTA CGA CCA TAC CAT GCT GAA TAT ACC GGT TCT CGT CCG ATC ACC
GAA GTC AAG CAG CAT ACCCGGG-%

T,, at position 59

5’GAA TTC CAA CGA ATA ACT TCC AGG GAT TTA TAA GCC GAT GAC GTC
ATA ACA TCC CTG ACC CTT TATTTTTTTTTT CTT TCA TCA AGC AAG AGC
CTA CGA CCA TAC CAT GCT GAA TAT ACC GGT TCT CGT CCG ATC ACC
GAA GTC AAG CAG CAT ACCCGGG-%

T,, at position 68

5’GAA TTC CAA CGA ATA ACT TCC AGG GAT TTA TAA GCC GAT GAC GTC
ATA ACA TCC CTG ACC CTT TAA ATA GCT TATTTTTTTTTT AGC AAG AGC
CTA CGA CCA TAC CAT GCT GAA TAT ACC GGT TCT CGT CCG ATC ACC
GAA GTC AAG CAG CAT ACCCGGG-%

T,, at position 27




5S’GAA TTC CAA CGA ATA ACT TCC AGG GAT TTA TAATTTTTTTTTTTT TTA
ACA TCC CTG ACC CTT TAA ATA GCT TAA CTT TCA TCA AGC AAG AGC
CTA CGA CCA TAC CAT GCT GAA TAT ACC GGT TCT CGT CCG ATC ACC
GAA GTC AAG CAG CAT ACCCGGG-%¥

T,, at position 36

5S’GAA TTC CAA CGA ATA ACT TCC AGG GAT TTA TAA GCC GAT GAC
TTTTTTTTT TTT TTG ACC CTT TAA ATA GCT TAA CTT TCA TCA AGC AAG
AGC CTA CGA CCA TAC CAT GCT GAA TAT ACC GGT TCT CGT CCG ATC
ACC GAA GTC AAG CAG CAT ACCCGG G-3

T,, at position 44

5’GAA TTC CAA CGA ATA ACT TCC AGG GAT TTA TAA GCC GAT GAC GTC
ATA ACTTTTTTTTTTTTT TAA ATA GCT TAA CTT TCA TCA AGC AAG AGC
CTA CGA CCA TAC CAT GCT GAA TAT ACC GGT TCT CGT CCG ATC ACC
GAA GTC AAG CAG CAT ACCCGGG-%

T,, at position 55

5’GAA TTC CAA CGA ATA ACT TCC AGG GAT TTA TAA GCC GAT GAC GTC
ATA ACATCC CTG ACCCTT TTTTTTTTTTTT CTT TCA TCA AGC AAG AGC
CTA CGA CCA TAC CAT GCT GAA TAT ACC GGT TCT CGT CCG ATC ACC
GAA GTC AAG CAG CAT ACCCGGG-3

T,, at position 65

5’GAA TTC CAA CGA ATA ACT TCC AGG GAT TTA TAA GCC GAT GAC GTC
ATA ACA TCC CTG ACC CTT TAA ATA GCT TTTTTTTTTTTT TGC AAG AGC
CTA CGA CCA TAC CAT GCT GAA TAT ACC GGT TCT CGT CCG ATC ACC
GAA GTC AAG CAG CAT ACCCGGG-%



