genus Rickettsia

a. generrs

R.endosymbiont of Rhyzobius
R.endosymbiont of Meloidae 212489

R.endosymbiont of Subcoccinella vigintiquatuorpunctata J

95

87

79

R.endosymbiont of Onychiurus sinensis
R.canadensis McKiel

99 R.endosymbiont of Bombyliid bee fly WOL150801
R.endosymbiont of Bemisia tabaci
R.endosymbiont of Aulogymnus trilineatus

0.002

72

— R.felis URRWXCal2

R.australis Cutlack
R.australi PHS
R.helvetica C9P9
— R.massiliae AZT80

85

R.typhi Wilmington
—— R.prowazekii Rp22

R.raoultii Marne
R.raoultii BL029-1
R.raoultii BL029-2

R.raoultii TC250-11
R.raoultii TC249-10
R.rickettsii lowa
— R.sibirica 246

55 R.conorii Malish-7
R.japonica YM
R.slovaca TC250-17
R.slovaca 13-B

79

genus Ehrlichia

d. generrs

Candidatus Neoehrlichia

— E.sp. P-Mtn
E.ruminantium Gardel
Uncultured E.sp. Khabarovsk362

0.004

{ Candidatus E. shimanensis TS37

'Ehrlichia sp. SS15-E-L

62 _| E.chaffeensis 91HE17
E.chaffeensis Arkansas

E.sp. NS101

88 E.sp. Yunnan
[ E.sp. Anan

|E.muris Nov-1p205
o0 ] E.muris Kh-1550
Uncultured E.sp. Kh-Hj27

E. ewingii
6 “E.sp. TC248-16

E.sp. TC249-2

E.sp. TC251-2

Uncultured E.sp. HLAE331

— E.sp. BL116-8
'E.sp. BL116-7

o - E.canis Oklahoma
E.canis Jake
Ehrlichia sp. clone 2-8
o Ehrlichia sp. UFMG-EV
— E.sp. ERmM58
E.sp. clone HLAE334
E.sp. BL157-9(a)
E.sp. BL157-6
E.sp. Fujian
E.sp. BL157-4

genus Anaplasma

d. generrs

Candidatus Neoehrlichia

A.sp. szc-1

_I-A.marginale Florida
A.marginale Maries

92

0.05

95 (A.centrale/AF414869
' A.centrale Israel
A.ovis OVI
o A.ovis. TC249-5
A.ovis Dn44
A.ovis. TC248-1
A.ovis.TC251-9
|A.sp. BL102-7
|A.sp. BL099-6
87 A.sp. BL099-11

A.phagocytophilum HZ
A.phagocytophilum Irk-Ip776
A.sp. clone2

87| — A.sp. clone ZJO6

A. odocoilei UMUM76
A.sp. AnDa465

67

-I_ A.platys Gigio
— A.sp. clone G2.12.35
A.platys RDC

A.sp. clone 2557-3

59

iy A.sp.BL126-13
A.sp.TC250-2

|A.bovis Kh-Hc215

A.bovis China-chipmunk25

b. gene gltA

R.prowazekii Rp22

IR.austraIis Cutlack

50

|R.australis Phillips

R.helvetica C9P9
R.raoultii Marne
R.raoultii TC249-10
R.raoultii TC250-11
R.raoultii BL029-2

84 | 'R.raoultii BL029-1

— R.massiliae AZT80

— R.sibirica

R. slovaca TC250-17

R.slovaca 13-B

75

69

82

— R.japonica YM

— R.conorii Malish-7

0.03 —— R.rickettsii lowa

e. gene gltA

—— R.felis URRWXCal2

Candidatus Neoehrlichia

E.sp.P-Mtn

100

93 (E.ruminantium Gardel

L E.ruminantium Welgevonden
— E.muris/AF304144

85 E.muris WI975

E.chaffeensis Arkansas

69

E.sp BL126-13
l E.sp BL157-9(b)
7 E.canis Jake

E.canis Oklahoma
E.sp. BL116-8

69

0.07

h. genegitA

E.sp. BL116-7
E.sp.ERmM58
E.sp. BL157-6

— E.sp. BL157-9(a)

E.ewingii/DQ365879
E.sp TC 250-2

o8 E.sp TC 250-1

E.sp. TC248-16
E.sp. TC249-2

Candidatus Neoehrlichia lotoris

A.platys Okinawa

100

A.platys RDC

A.phagocytophilum HZ

65

100

33

A.sp. clone2
A.sp. BL102-7

78

99

A.sp. BL099-11
A.sp. BL099-6

A.centrale Israel

100

—l A.marginale Florida

A.marginale Maries

0.2

66| —— A.sp.126-13
A.ovis GN27
A.ovis HB1
A.ovis TC248-1
A.ovis TC251-9
A.ovis TC249-5

99

R.endosymbiont of Aulogymnus

I gene groEL

C. gene groEL
R. prowazekii Rp22
R. felis URRWXCal2
82 R. australis Cutlack
R. helvetica C9P9
o R. canadensis McKiel
R. massiliae AZT80
R.rickettsii lowa
85
, '-I R.slovaca TC250-17
R.slovaca 13-B
— _I- R.sibirica
R.conorii Malish-7
— R.raoultii BL029-1
o5 | R.raoultii BL250-11
R.raoultii BL029-2
0.04 R.raoultii TC249-10
f. gene groEL
Candidatus Neoehrlichia
r E. ruminantium Welgevonden
L E.ruminantium Gardel
Candidatus E. shimanensis
-s —— Uncultured E. sp.Kh-Hj27
1 —— E.ewingii
89 |E.sp. BL116-7
88 E.sp. BL116-8
94 E.sp. TC248-16
_| E.sp. TC251-2
i E.sp. TC249-2
76 —— E.sp. BL157-4
61 98 (E.sp. BL157-9(a)
|E.sp. BL157-6
Uncultured E.sp. Khabarovsk
|E.sp BL157-9(b)
_ 100 E.sp BL126-13
48 E. canis FL
E.canis Jake
92| —— E.chaffeensis Arkansas
E.sp. NS101
| E.muris Nov-1p205
4 E.muris Kh-1550
94 _[ E.sp.Anan
0.15 E.sp. Yunnan

Candidatus Neoehrlichia lotoris

(A.platys RDC

100

9 1A, platys Okinawa

100 L— Candidatus Neoehrlichia mikurensis

A.bovis Kh-Hc215

A.bovis China-chipmunk25

100 |A.sp. BL126-13
A.sp. TC250-2

0.07

86

70

A.sp. clone2
|A.sp. BL102-7

74

A.sp. BL0O99-6
A.sp. BL099-11
— A.phagocytophilum Irk-Ip776

100 L A.phagocytophilum HZ

A.marginale Maries

100

A.marginale Florida
A.centrale Israel
94{

— A.ovis 76
A.ovis TC251-9
A.ovis OVI
A.ovis TC249-5
A.ovis TC248-1




