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Table S3. Virus selection scenarios for the ferret study. 

 

Genotype 1 2 3 4 5 6 7 8 9 10 11 12 13 14 15 16 17 

Number of viruses 8 3 3 2 1 1 1 1 1 1 2 1 3 1 1 4 1 

Number of Provinces in which the 

virus was detected 

6 3 3 2 1 1 1 1 1 1 1 1 2 1 1 3 1 

Number of strains selected for the 

ferret study 

2 1 1 2 0 1 0 0 0 0 0 0 1 0 0 1 0 

 

 


