
��



�

 in (c)







�

:
:



�

2













Supplem
entary T

able 1   Sum
m

ary of all equilibrium
 SPR

 experim
ents 

 
R

PT
P�-T

rkC
 binding experim

ents 
Protein construct 1 

(im
m

obilised ligand) 
Protein constuct 2 

(analyte) 
Equilibrium

 binding 
constant K

d  (μM
) 

R
elated 

Figure 
R

PT
P 

T
rkC

 
 

 
H

um
an R

PTP� Ig1-FN
3 

M
ouse LR

R
Ig1 

0.468 
Supp. Fig. 5a 

H
um

an R
PTP� Ig1-3� 

M
ouse LR

R
Ig1 

0.551 
H

um
an R

PTP� Ig1-2 
M

ouse LR
R

Ig1 
2.4 

H
um

an R
PTP� Ecto 

M
ouse LR

R
Ig1 

0.516 
Fig. 3b 

Supp. Fig. 8a 
H

um
an R

PTP� Ecto 
M

ouse LR
R

Ig1 
>21.9 

H
um

an LA
R

 Ecto 
M

ouse LR
R

Ig1 
N

D
 

C
hicken R

PTP� Ig1-3 
C

hicken LR
R

Ig1 
3.5 

Fig. 3c 
Supp. Fig. 8b 

C
hicken R

PTP�-like Ig1-3 
C

hicken LR
R

Ig1 
>20.9 

C
hicken LA

R
-like Ig1-3 

C
hicken LR

R
Ig1 

N
D

 
C

hicken R
PTP� Ig1-3 W

T 
C

hicken LR
R

Ig1
2N  

2.5 

Fig. 4c 
Supp. Fig. 8e,f 

C
hicken R

PTP� Ig1-3 �K
 

C
hicken LR

R
Ig1

2N  
2.6 

C
hicken R

PTP� Ig1-3 R
96A

+R
99A

 
C

hicken LR
R

Ig1
2N  

N
D

 
C

hicken R
PTP� Ig1-3 Y

223S 
C

hicken LR
R

Ig1
2N  

N
D

 
C

hicken R
PTP� Ig1-3 R

227A
+R

228A
 

C
hicken LR

R
Ig1

2N  
N

D
 

H
um

an R
PTP� Ig1-3 W

T 
M

ouse LR
R

Ig1 
1.8 

H
um

an R
PTP� Ig1-3 �K

 
M

ouse LR
R

Ig1 
2.8 

H
um

an R
PTP� Ig1-3 R

96A
+R

99A
 

M
ouse LR

R
Ig1 

N
D

 
H

um
an R

PTP� Ig1-3 Y
223S 

M
ouse LR

R
Ig1 

N
D

 
H

um
an R

PTP� Ig1-3 R
227A

+R
228A

 
M

ouse LR
R

Ig1 
>7 

H
um

an R
PTP� Ig1-3 –M

eB
 

M
ouse LR

R
Ig1 

0.58 
Supp. Fig. 8i 

H
um

an R
PTP� Ig1-3 +M

eB
 

M
ouse LR

R
Ig1 

4.8 
 

T
rkC

/N
G

L
-3 

R
PT

P
 

 
M

ouse TrkC
 LR

R
Ig2 

H
um

an R
PTP� Ig1-FN

3 
0.202 

Supp. Fig. 5b 
M

ouse TrkC
 LR

R
Ig1 

H
um

an R
PTP� Ig1-FN

3 
0.278 

M
ouse TrkC

 LR
R

 
H

um
an R

PTP� Ig1-FN
3 

N
D

 
C

hicken TrkC
 LR

R
Ig1

2N  
C

hicken R
PTP� Ig1-3 

0.216 
Fig. 4b 

Supp. Fig. 
8c,d 

C
hicken TrkC

 LR
R

Ig1
2N  D

240A
+D

242A
 

C
hicken R

PTP� Ig1-3 
N

D
 

M
ouse TrkC

 LR
R

Ig1 
M

ouse R
PTP� Ig1-3 

0.258 
M

ouse TrkC
 LR

R
Ig1 D

240A
+D

242A
 

M
ouse R

PTP� Ig1-3 
N

D
 

C
hicken TrkC

 LR
R

Ig1
cryst  

C
hicken R

PTP� Ig1-3 
4.8 

Fig. 5a 
Supp. Fig. 

8g,h 

C
hicken TrkC

 LR
R

Ig1
2N  

C
hicken R

PTP� Ig1-3 
0.216 

C
hicken TrkC

 LR
R

Ig1
2Q  

C
hicken R

PTP� Ig1-3 
0.038 

M
ouse TrkC

 LR
R

Ig1 
M

ouse R
PTP� Ig1-3 

0.266 
M

ouse TrkC
 LR

R
Ig1

2Q  
M

ouse R
PTP� Ig1-3 

0.140 
M

ouse TrkC
 LR

R
Ig1 

H
um

an R
PTP� sEcto 

1.5 
Supp. Fig. 10c 

M
ouse N

G
L-3 Ecto 

H
um

an R
PTP� sEcto 

>7.3 
  

 
 

 

G
A

G
 com

petition experim
ents 

 
 

 
Protein construct 1 

(im
m

obilised ligand) 
Protein constuct 2 + G

A
G

 
(analyte) 

IC
50  for G

A
G

 
inhibition (μM

) 
R

elated 
Figure 

M
ouse TrkC

 LR
R

Ig1 
H

um
an R

PTP� Ig1-3 +H
S 

55 

Fig. 6a 
Supp. Fig. 

10a,b 

M
ouse TrkC

 LR
R

Ig1 
H

um
an R

PTP� Ig1-3 �K
 + 

H
S 

N
D

 

C
hicken R

PTP� Ig1-3 
C

hicken TrkC
 LR

R
Ig1

2N  + 
dp10 

48 

C
hicken R

PTP� Ig1-3 �K
 

C
hicken TrkC

 LR
R

Ig1
2N  + 

dp10 
N

D
 

M
ouse TrkC

 LR
R

Ig1 
H

um
an R

PTP� sEcto + H
S 

7.2 
Supp. Fig. 10d 

M
ouse N

G
L3 Ecto 

H
um

an R
PTP� sEcto + H

S 
N

D
 

 



A
dditional references for supplem

entary figures 

S1 
K

absch, 
W

. 
&

 
Sander, 

C
. 

D
ictionary 

of 
protein 

secondary 
structure: 

Pattern 
recognition of hydrogen-bonded and geom

etrical features. Biopolym
ers

22, 2577-
2637, (1983). 

S2 
Luçic´, V

., Y
ang, T., Schw

eikert, G
., Förster, F. &

 B
aum

eister, W
. M

orphological 
C

haracterization of M
olecular C

om
plexes Present in the Synaptic C

left. Structure
13,

423-434, (2005). 
S3 

B
enito-G

utiérrez, È., N
ake, C

., Llovera, M
., C

om
ella, J. X

. &
 G

arcia-Fernàndez, J. 
The single A

m
phiTrk receptor highlights increased com

plexity of neurotrophin 
signalling 

in 
vertebrates 

and 
suggests 

an 
early 

role 
in 

developing 
sensory 

neuroepiderm
al cells. D

evelopm
ent132, 2191-2202, (2005). 

�


