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Table S1: Correlation (r?) of markers in the CDKN2B/CDKN2BAS genes in the 1000 Genomes populations
ASW/AMR (http://1000genomes.org), respectively.

‘rs7865618 rs2157719  rs4977756  1rs1063192
rs523096 | 0.79/0.88  0.79/0.88  0.01/0.66  0.79/0.86

rs7865618 — 1/1 0.03/0.74  1/0.95
rs2157719 — — 0.03/0.74  1/0.95
rs4977756 — — — 0.03/0.7



Figure S1: Manhattan and Q-Q plots. In the plot/legend, the color code of the p-values corresponds to
the p-value in previously reported studies; for example “typed, p < 5x1078” indicates that a previous study
had a p-value < 5x1078, i.e., genome-wide significant, and “typed, win p < 5x1078” indicates that it is
within 0.5 megabases (1 megabase window) of such a SNP.

(a) African American incident + prevalent (combined via inverse variance method). A = 1.022. The Manhattan plot
is in the main manuscript (Figure 1), the Q-Q plot is shown below.
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(b) African American incident. A = 0.988.
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(¢) African American prevalent. A = 1.014.
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(d) Hispanic incident + prevalent (combined via inverse variance method). A = 1.025.
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(e) Hispanic incident. A = 1.036.
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(f) Hispanic prevalent. A = 0.994.
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Figure S2: Local LD plots for SNPs identified as associated with Glaucoma in previous GWAS, and what
population the SNP was originally found in. The LD reported is that in the population it was originally
found in. AA, African American; Hisp, Hispanic; P, prevalent; I, incident; EUR, European race/ethnicity
1000 Genomes individuals; ASN, Asian race/ethnicity 1000 Genomes individuals.

(a) rs3753841 (Originally found in Asian race/ethnicity, replicated in both Asian and White race/ethnicity

[8])
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(b) rs10881542 (Originally found in Asian race/ethnicity, replicated in both Asian and White race/ethnicity

[8])
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(c) rs4656461 (European, European replication [1])
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(d) rs7588567 (Japanese, Japanese replication [4])
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(e) rs4236601 (Icelandic, European replication
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(f) rs1015213 (Originally found in Asian race/ethnicity, replicated in both Asian and White race/ethnicity

[8])
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(g) rs1063192 (Japanese, Japanese replication
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(h) rs523096 (Japanese, Japanese replication [5])
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(i) rs7865618 (Japanese, Japanese replication [3])
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(j) rs4977756 (European, European
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(k) rs11024102, (Originally found in Asian race/ethnicity, replicated in both Asian and White race/ethnicity

[8])
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(1) rs10483727 (Meta-analysis of White ancestry [9]; Japanese, Japanese replication [4])
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(n) rs3213787 (Japanese, not replicated [2])
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(o) rs735860 (Japanese, not replicated [2])
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(p) rs284489 (Meta-analysis of White race/ethnicity [9])
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(q) rs2157719 (Meta-analysis of White ancestry [9])
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(r) rs3825942 (Glaucoma (Exfoliation) [6])
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Figure S3: African American local ancestry plots. Pink lines indicate where a previous GWAS found an
association with p< 5x 10~%, whereas light green lines indicate where a previous GWAS found an association
with p> 5 x 1078, None of the points reach genome-wide significance of 7 x 1076,
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