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C-terminus 6His tagged constructs

Signal peptide 6His

MAFKYWFVFAAVLYARQWLSTK
Evasin-4 signal peptide

MTFKACIAIITALCAMQVI

EVPQMTSSSA PDLEEEDDYT AYAPLTCYFT NSTLGLLAPP NCSVLCNSTT TWENETSPNN
Evasin-1 signal peptide

ASCLLTVDFL TQDAILQENQ PYNCSVGHCD NGTCAGPPRH AQCWHHHHHH

MRALLARLLLCVLVVSDSK
uPA signal peptide

N-terminus 6His tagged construct

eHis ~\/™INGHSHESEN " Evasind

MRALLARLLL CVLVVSDSKG GSPNSHHHHH HGSPNSLETD EVPQMTSSSA PDLEEEDDYT AYAPLTCYFET
NSTLGLLAPP NCSVLCNSTT TWENETSPNN ASCLLTVDFL TQDAILQENQ PYNCSVGHCD NGTCAGPPRH AQCW

Untagged construct

Signal peptide

MRALLARLLL CVLVVSDSKG EVPQMTSSSA PDLEEEDDYT AYAPLTCYFT NSTLGLLAPP NCSVLCNSTT
TWENETSPNN ASCLLTVDFL TQDAILQENQ PYNCSVGHCD NGTCAGPPRH AQCW

Fc constructs

Signal peptide Fe ~ Evasind4
MRALLARLLL CVLVVSDSKG EPKSSDKTHT CPPCPAPPVA GPSVFLFPPK PKDTLMISRT PEVTCVVVDV
SHEDPEVKFN WYVDGVEVHN AKTKPREEQY NSTYRVVSVL TVLHQDWLNG KEYKCKVSNK ALPSSIEKTI
SKAKGQPREP QVYTLPPSRE EMTKNQVSLT CLVKGEFYPSD IAVEWESNGQ PENNYKTTPP VLDSDGSFFL
YSKLTVDKSR WQQGNVEFSCS VMHEALHNHY TQKSLSLSPG KGSGSGGGEV POMTSSSAPD LEEEDDYTAY

APLTCYFTNS TLGLLAPPNC SVLCNSTTTW ENETSPNNAS CLLTVDFLTQ DAILQENQPY NCSVGHCDNG
TCAGPPRHAQ CW

Signal peptide
MRALLARLLL CVLVVSDSKG EVPQMTSSSA PDLEEEDDYT AYAPLTCYFT NSTLGLLAPP NCSVLCNSTT
TWENETSPNN ASCLLTVDFL TQDAILQENQ PYNCSVGHCD NGTCAGPPRH AQCWGSGSGG GEPKSSDKTH
TCPPCPAPPV AGPSVFLFPP KPKDTLMISR TPEVTCVVVD VSHEDPEVKF NWYVDGVEVH NAKTKPREEQ
YNSTYRVVSV LTVLHQDWLN GKEYKCKVSN KALPSSIEKT ISKAKGQPRE PQVYTLPPSR EEMTKNQVSL

TCLVKGFYPS DIAVEWESNG QPENNYKTTP PVLDSDGSFF LYSKLTVDKS RWQQGNVFSC SVMHEALHNH
YTQOKSLSLSP GK

Fig. S1 Sequences of Evasin-4 constructs. Signal peptide sequences are in blue, caspase 8 clivage
site in red, 6His tag underlined, Fc moiety in italic and linker sequence underlined with dots.
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Fig. S2 Human CC chemokines recognized by Evasin-4. A) Alignment of chemokines bound by
Evasin-4 by SPR. B) Alignment of chemokines inhibited by Evasin-4 (chemotaxis assay) C)
Alignment of CC chemokines not recognized by Evasin-4. Sequences were taken from Uniprot
database and aligned using the Clustal Omega software.



