%Appendix S7. Results of ANCOVA's across species, testing the effect centromeric vs. telomeric location (location), the
itotal number of coding base-pairs (Exon), the total number of base pairs in introns between coding exons (Intron), and
itheir interactions. One transcript per gene was chosen randomly. In all species except opossum, X-linked genes had

isignificantly lower codon usage bias compared to autosomal genes.
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