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TUMOURS o

INTERMEDIATE

TCGA-BJ-A28T-01A
TCGA-EM-AICT-01A
TCGA-EM-A1YC-01A
TCGA-EM-A220-01A
TCGA-J8-A3YE-01A
TCGA-BJ-A0ZB-01A
TCGA-BJ-A285-01A
TceA-D-Adv2-01A [
TCGA-ET-A3BN-01A
TCGA-BJ-AOZH-01A
TCGA-EL-A3H5-01A
tcea-Em-a2p3-01A [
TCGA-BJ-A3PT-01A
TCGA-CE-A484-01A
tcea-ni-A106-01A [
TceaEL-aak2-01A [
TCGA-KS-A4IB-01A
TCGA-EL-A3GZ-01A
Tcea-ni-ata-01A [
TCGA-DI-A2PW-01A
TCGA-E8-A418-01A
teaaeT-A38w-014 [
TCGA-FY-A3NN-01A
TCGA-EL-A3DS-01A
TCGA-EL-A3D6-01A
tceaEm-a1ve-01A [

TUMOURS

Low

TCGA-BJ-A0YZ-01A
TCGA-BJ-A0Z3-01A
TCGA-E3-A3E5-01A
TCGA-EL-A3CX-01A
TCGA-EL-A3GU-01A
TCGA-EM-A2P3-01A
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RISK BRAF PPARG

HIGH
BRAF/V600E
PAX8/PPARG
AXIN1
CTNNB1
APC

INTERMEDIATE

DNA REPAIR

BRCA1
BRCA2
CHEK2
MSH2
PPM1D
TPS53

WNT

BCL9
PYGO1

TUMOURS

TCGA-BJ-A0Z0-01A
TCGA-EM-A306-01A
TCGA-BJ-AOZC-01A
TCGA-DE-A3KN-01A
TCGA-ET-A3DQ-01A
TCGA-ET-A4KN-01A
TCGA-EL-A3D5-01A

RISK

DRIVER

Low
INTERMEDIATE
HIGH
BRAF/V600E
HRAS

N
K
BRAF/non-V600E
TP53
RB1
MEN1

E

RET/PTC

TUMOR SUPPR.

prafing
=z =

TCGA-EL-A3D6-01A
TCGA-EM-A1YB-01A
TCGA-DJ-A3V7-01A
TCGA-EL-A4KI-01A
TCGA-BJ-AOZE-01A
TCGA-EL-A3GV-01A
TCGA-EM-A1CW-01A
TCGA-EL-A3CN-01A
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CHROMATIN REMODELING

Tumour

TCGA-BI-A0Z-01A
TCGA-B)-A28Z-01A
TCGA-CEAI3K-01A
TCGA-DI-A2Q1-01A
TCGA-DIA3V3-01A
TCGA-DI-AUQ-01A

TCGAELAICY-01A
TCGAEL-AITB-O1A
TCGA-EL-AIZP-01A
TCGA-EL-AIZS-01A

TCGAEM-AZAN-OIA
TCGA-ET-A39R-01A
TCGA-ET-A3DR-01A
TCGAET-A4OT-01A
TCGAFKAISEOLA
TCGA-FK-AMUB-01A

TCGA-J8-MHW-01A
TCGA-CE-AIB2-01A
TCGADE-AZKN-01A
TCGA-EL-AIH3-01A

TCGA-EM-A2CU-01A
TCGA-ET-AZN1-01A
TCGA-EL-A3T9-01A

TCGA-EM-A3FQ-01A
TCGA-FK-A3SG-01A
TCGAET-AIDQ01A
TCGA-CE-AASS-01A
TCGA-CE-A481-01A
TCGA-ET-AMOR-01A
TCGA-BJ-AOVZ-01A

TCGA-DE-A4MI-01A
TCGAEM-A3AIO1A
TCGA-ET-A39N-01A
TCGAFY-A4ON-01A
TCGA-EL-AIZK-01A
TCGA-DIA3UZOIA
TCGADI-AZPX-01A
TCGA-EL-A3TO-01A

TCGA-ET-A2MX-01A

TCGA-EM-A3AQ-01A
TCGA-ET-A4KN-01A
TCGA-DI-A2Q8-01A
TCGA-ET-A3BN-01A
TCGA-J8-A301-01A
TCGADE-AOY2-01A
TCGA-KS-A4ID-01A
TCGADIAUP-01A
TCGAET-A405-01A

TCGA-CE-AIMD-01A

TCGA-EM-A3A0-01A
TCGA-CE-A27D-01A
TCGA-DI-A4VO-01A
TCGA-£8-A438-01A
TCGA-EL-A3ZN-01A
TCGA-FE-AIPD-01A
TCGA-ET-A39L-01A
TCGA-E8-A432-01A
TCGA-EL-AKD-01A
TCGA-DIA4UT-01A
TCGA-DIA3US-01A

TCGA-EM-AJALOIA
TCGA-BI-AISK-01A
TCGA-DE-A20L-01A
TCGA-BI-A28V-01A

TCGA-DFAIBW-01A
TCGA-D-ALQL-01A

TCGA-EM-A3FP-01A
TCGA-BJ-AOZO0-01A
TCGAFK-AISIOIA
TCGA-FY-A3R6-01A
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CCDC6/RET
NCOA4/RET

ERC1/RET

AKAP13/RET
FKBP15/RET

SPECC1L/RET
TRIM27/RET

TBLIXR1/RET

PAX8/PPARG
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SND1/BRAF

AGK/BRAF
AP3B1/BRAF

E

TCGA-BJ-A18Y-01A
TCGA-BJ-A2P4-01A
TCGA-BJ-A45D-01A
TCGA-DJ-A13M-01A
TCGA-DJ-A2QB-01A
TCGA-E3-A3DZ-01A
TCGA-EL-A3CZ-01A
TCGA-EL-A3ZR-01A
TCGA-EL-A4JV-01A
TCGA-EM-A22K-01A
TCGA-EM-A2CK-01A
TCGA-ET-A2N5-01A
TCGA-ET-A391-01A
TCGA-BJ-A0ZA-01A
TCGA-BJ-A2N7-01A
TCGA-BJ-A2N8-01A
TCGA-BJ-A3PT-01A
TCGA-BJ-A45F-01A
TCGA-BJ-A45G-01A
TCGA-DJ-A13S-01A
TCGA-DJ-A1QG-01A
TCGA-DJ-A2PP-01A
TCGA-DJ-A3UP-01A
TCGA-DJ-A3UT-01A
TCGA-EL-ASGW-01A
TCGA-EL-A3T2-01A
TCGA-EL-A3ZH-01A
TCGA-EL-A4K2-01A
TCGA-EL-A4K6-01A
TCGA-EL-A4KI-01A
TCGA-BJ-A3PT-01A
TCGA-EM-A22J-01A
TCGA-EM-A22L-01A
TCGA-EM-A22Q-01A
TCGA-EM-A2CN-01A
TCGA-EM-A2CR-01A
TCGA-EM-A2CT-01A
TCGA-EM-A3AP-01A
TCGA-EM-A30A-01A
TCGA-EM-A30B-01A
TCGA-EM-A4FK-01A
TCGA-EM-A4G1-01A
TCGA-ET-A251-01A
TCGA-FY-A3NP-01A
TCGA-FY-A3R9-01A
TCGA-FY-A3W9-01A
TCGA-H2-A2K9-01A
TCGA-J8-A300-01A
TCGA-BJ-AOZE-01A
TCGA-EM-A2CQ-01A
TCGA-EM-A4FV-01A
TCGA-H2-A3RH-01A
TCGA-BJ-A0ZJ-01A
TCGA-BJ-A28Z-01A
TCGA-CE-A13K-01A
TCGA-CE-A482-01A
TCGA-CE-A485-01A
TCGA-DJ-A4V5-01A
TCGA-DO-A1JZ-01A
TCGA-E3-A3E0-01A
TCGA-E8-A44M-01A
TCGA-EL-A3CY-01A
TCGA-EL-A3H3-01A
TCGA-EL-A3T9-01A
TCGA-EL-A3TB-01A
TCGA-EM-A2CU-01A
TCGA-EM-A3AN-01A
TCGA-EM-A3FQ-01A
TCGA-ET-A39R-01A [l
Tcea-eT-Aa3pQ-01A [l
TCGA-ET-A3DR-01A
TCGA-FK-A3SE-01A
TCGA-FK-A3SG-01A
TCGA-18-AGHW-01A
TCGA-BJ-AOYZ-01A
TCGA-DE-A4M9-01A
TCGA-EM-A3AJ-01A
TCGA-ET-A39N-01A
TCGA-EM-A306-01A
TCGA-BJ-A0Z0-01A
TCGA-BJ-AOZC-01A
TCGA-DE-A3KN-01A
TCGA-ET-A4KN-01A
TCGA-E8-A418-01A
TCGA-DJ-A2PV-01A
TCGA-EL-A4JZ-01A
TCGA-BJ-A3EZ-01A
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PTEN
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