Hox3a_Sma/1-81
Hox3b_Sma/1-81
Hox3_Bfl/1-81
Hox3_Cte/1-81
Hox3_Lgi/1-81
Hox2_Bfl/1-81
pb_Cte/1-81
pb_Dme/1-81
pb_Ame/1-65
mxp_Tca/1-81
Hox2_Lgi/1-81
Xlox_Bfl/1-81
Xlox_Lgi/1-81
Xlox_Cte/1-81
bcd_Dme/1-81
zen1_Tca/1-78
zen2_Tca/1-81
dfd_Dme/1-81
dfd_Ame/1-81
dfd_Tca/1-81
dfd_Cte/1-80
Hox4_Lgi/1-78
Hox4_Bfl/1-79
zen_Ame/1-81
zenr_Dme/1-74
zen_Dme/1-68
lab_Dme/1-81
lab_Ame/1-81
lab_Tca/1-81
Hox1_Bfl/1-81
lab_Cte/1-81
Hox1_Lgi/1-81
Phox_Sma/1-60
Drgx_Sma/1-60
Repo_Sma/1-60

Conservation

Quality

Consensus

Hexapeptide Homeodomain

, , 2|0 30 4|0 , 5|0 , 60 70
VDNGG|YP NGNP I T YNKR S \ FNRMIL CRP NIET | DQK
VDNGG|YP NGNP I ATINKR S L FNRMLCRP NIET | DQQ
LANTK)YP ESRQNAAGKRA \ FNRMILCRP NIET | VK
QKPQEIfYPWMRESRHNQPISKRA \ FNRMILCRP NIET | QK
GKGQGVFP DSRHNEPJAKRA \ FNRMLCRIP NI S | RLK
PANTAQFP LKKSVNSSRRL L YNKN{VCKP DIEN \ TKG
PAKMHHYPWMR EKKVPNHPRRL L FNKMILCRP DIET v GKG
MDSVPHYP EKKTSGLYPRRL L FNKMILCRP DIET v L SK
------ - - -----GUPRRL L FNKNMLCRP DIET Vv L SK
GVNVPRYP EKKTTGUYPRRL L FNKMILCRP DIT \ LGK
GGKLQABYP DKKVSAGSRRL L FNK P DIET v DSG
RNENLAFP TTKSHDENKRT L FNK p NIET AKR
TADQLQFP TTKSHDHNKRT L FNK P NIET AKQ
EQGKVHFP TTKSHSENKRT L FNR p NIET DKK
RTGAINYNY IRPYLPNRRIPRRT A QGRMLTAP AlllG DQH
MSSVLQ TVTEITAGKRA \ HGKMIL SRP NI S NK
DYSRPNWSYLRTPQFESNGKRA R SKMLCRP NIET NK
DGER I IfYP K THVAMHPKRQ YNRMILT RR VIES LP
NGDRV IfYP K THVAMHPKRQ YNRMILT RR VIES LP
TGDRQ RKVHVAMHP KRQ YNRMILTRR VIES LP
QTPTI| KVH-MGOSKRT FNRMILTRR CIES LP
SGHPV | --- SVOSKRN FNRMILTRR CIES LP
PTVPM KVH--QQOTKRS FNRMILT RR GIET LP
RPVHDH AVQQNGKKTKR S VTKMLCRP SIET QT
------ NVEEKSKRS LNKNIL AR(T AIRT RK
------ QHVVKLK SNMMILY R(T SIEC DGH
SSSIPT QLKRNVNTINNSG FNRMILTRA QEN EG
QPHVPT] QVKRNVSHNNTG FNKMLTRA QIEN liEG
QPVLPT| QVKRNVNQLNTG FNKMLTRA QIEN EG
SPPVAT LKRNP SGPNNG YNKMLTRA NIEN EN
QGPVTT| VKRGT GQP NMG FNKMLTRA GIEN EN
GYSSKP IKRNGTQPNSG K A N REV
------ ---F-------QR AFQETHMPDIYTRE T - -
------ ---F-------QR NABAQTH¥PDVFTRIEDL T -
------ i e |4 S RABERAPMIPDVFA EIL S -
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