SCcAtg23 = e

PTAtg23 MTKSICELQNKNS I STELLQE IKKMENELKRKNDEYEKLNANYRE1'YGSY ILAKTNLDDT 60
ScAtg23 =00 e MELNQVLEKKEQILQYLG-————————————- TL 20
PFAtg23 TNNYEGE ILKLETMLKEKEHEYMDLR INFQELLEEKCKLENDMDNYEKATYEINENLISL 120
ScAtg23 -VGLHEKALSDVNSA----- SQVTSIRKDITICLN---DLCRIN-——=————————————— 55
PTAtg23 KEAHHKEELKEVHEENTNLYST IDKFKEEVEYMKENYKQLEKMNQDKINT IENLEKEMMDM 180
ScAtg23 = e DLLVSHDGLLKREIGSLLRDKQELLELNE-——————————— REQLLWKE 92
PTAtg23 KEEKKMVGEKLDLVQSQQRMIQME IKNLNKEKEQLKEKEETLKNEKEKVKQCKEVLKIEE 240
ScAtg23 RKSWHIKQETDAAPADYV IDKDAT ITISS---HHRTSLNKY IESVGAENT ILSNTDD--- 146
PTAtg23 KQIDTNKQVLDKEKEQIEKNKEELKLMQQNLNKEKEQ IEKNKQELDKEKQIYENDKKNIM 300
ScAtg23 = - SDAMIEEVQNAESSADQMIRNYKLLQLSHKQAKSE I IRLETLLRDFK---- 193
PTAtg23 LKNEDLKKLLDEYKEE IMNKEGH IKQIEEKILLLEDEKKNFQNKIDILDNKMQEFKNEIT 360
ScAtg23 ———KDNKF IEEELKRQSGRIRSEMGN I DFHLSK IEESKHQLMKR IGFESPLTQEKSLSEK 250
PTAtg23 NEKKLNYQLKDD IDNKQNEVIKRDS 1 1EILYNKLKEKEND ITLFQNENLSLRNCQKELNK 420
ScAtg23 IFNLR----LSSADEDYNERQT INMKNFVHMKD - - - === === === - o ———— 279
PTAtg23 I LDNKKNEMINTEKDLYEKLAKLL IKKKIRQRDDLHFDGHPQSSILKILWFGYVDICKCI 480
ScAtg23 =0 e LIELKIEDLQEQLMRNKNESSTVLTQR-——————- 306
PFAtg23 LKNRDGYLYKGNKNHRFICAYDTDLFLD INVENTKKGLLSFKNETRG IFQLNDEEAKKLY 540
ScAtg23 = ELWLDCQKKVGDLESK 322
PTAtg23 YVGPFNKFKGFNFCISSNKNNLE IVKGNKCTY IFEEMYVTKKGTKLVL IKEKESGKYFSG 600
ScAtg23 LITKLRSSSNSK-I1PPNEMSEMINSTIQYLNN--——— === === ————— - - ——————— 353
PFAtg23 LNKNLYLEKKKRGVDKLDYNNVVNKL INY TANEKEENCNMI IKTSDQKLKIENEKNTCLV 660
ScAtg23 == LLDSSDEKLTTTLISNERDVLSKACEELH 382
PTAtg23 QKKKNSDNSYNNEEKTNLVTKRSKTP IRKENSLHSKYDKTKTTK I TNQLKKYDSKEKQNK 720
ScAtg23 SESTTAQDGSSALPSKP ID———— == === e 401
PTAtg23 EKSTSEKQTGKKLASEKNNEEKLTNGK INEDKLNNEKNNEDKLNNNRELSDENLHKYKIA 780
ScAtg23 @ == IHKSHKGSNASSNLKQPSTPSFLVA 426
PTALg23 KEMLLLSDSNSSSTCDDENIYHLKNKYNHTEQNEF IHNNVINKSIATNY IENINTSLFKY 840
ScAtg23 SKSPPKI1GISESVVNANKNDA I SKKVE-—— === == e e 453
PTAtg23 SKCSENYNNTNIVLTTNKEEAILFEIFNYEQIVEHDAIKLASECVFNFLLNYNKSNLHDL 900
ScAtg23 ==

PFAtg23 SNIGSEGNSNIFSGIDDDWCILPAYL 926

Figure S11. Alignment of the yeast Atg23 (ScAtg23) and its putative P. falciparum homolog
(PfAtg23) was performed using the Clustal W2 program. Conserved amino acid residues are
shown in red, and the putative Atg8 family interacting motif (AIM) in PfAtg23 is underlined.



