Additional Figure S2

chrl:2.453.906-2.454.049

« Detected in 1 library with lower coverage

« Significantly predicted miRNA-like structure, with a stem
loop compatible with the reads profile

« No star sequence is detected
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Aligned reads from
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—7 ‘G:\:mc CCGCACGAAGTATACGACGAATCTTGA

CAACGCCA I\GI\TTTGI\TCGTGTACAGGCG/TGCTI\GA’\A\GA\!«CGCGTCCLTTTTGCCCTTGCTV\J
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