Supplementary Fig. 1. Strategy of mutagenesis of the 816-nt segment of C.

bulleri Icc* gene
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Supplementary Fig 2a. Oxidation potential of RB21
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Supplementary Fig 2b Comparison of redox potential of the WtLcc and the
mutant variants Lcc35, Lec61 and Lec62
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Supplementary Fig. 3 Relative ABTS oxidizing activity of C-terminus
laccase mutants. Activity on ABTS is plotted in descending order. X-
axis shows the range in which different transformants display the
indicated relative ABTS activity. The horizontal line shows the activity
of the WtLcc.
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Supplementary Fig. 4 Sequence alignment of the 816 nt segment (towards
C-terminus) of the wild type Icc* gene of C. bulleri (CyB) with bacterial,
fungal and plant laccases using Clustal Omega. The amino acids boxed by
black or grey color represent the “inactive’ or the “more active’ variants

respectively. CoC: Coprinus cinereus (Q9Y780); TrVr: Trametes versicolor
(Q96UT7); TrT: Trametes trogii (Q9HDQO); MeA: Melanocarpus albomyces
(Q70KY3); PyC: Pycnoporus cinnabarinus (059896); PeO: Pleurotus
ostreatus (Q12739); TrV: Trametes villosa (Q99055); TrV2: Trametes villosa
2 (Q99049); CoH: Coriolus hirsuta (Q02497); CotA: Bacillus subtilis
(BOW2C5); ArT: Arabidopsis thaliana (Q9LMS3). Numbers in brackets are
the UNIPROT ID of these enzymes.
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