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GFP
LacZ
LUCIFERASE
RFP

CD44
CDH1
FOXC2
GCG
NT5E
SNAI1
SNAI2
TGFB1
TWIST1
VIM
ZEB1
ZEB2

AK5
AKR1B1
AOX1
ARSJ
B3GNT9
BCAT1
CA12
CHI3L1
COX7A1
CYBRD1
CYP1B1
DDAH1
DPYD
DSE
DSEL
ENPP2
EXT1
GALNT10
GBE1
GFPT2
GLT8D2

GPX8
GXYLT2
HAS2
HS3ST3A1
MGLL
MGST1
MICAL2
MME
MSRB3
NNMT
PAM
PAPSS2
PDE1C
PLCB4
PPAP2B
PPAPDC1A
PTGR1
SPHK1
SULF1
UAP1
UGCG

ACLY
AGK
ALDH1L1
ARG2
CDA
DIO1
ELOVL5
GCNT3
GGH
GPX3
HNMT
MAOB
NUDT5
ST6GALNAC2
RRM1*
TYMS*

* Genes required
  for proliferation

Known Mesenchymal 
Genes

Epithelial cells (% Total cells)

DP
YD

 m
RN

A 
Re

la
tiv

e
 E

xp
re

ss
io

n(
%

)

600 20 40

shDPYD
shGFP

R2=0.88

0

50

100

150

4
10

0
10

1
10

2
10

3
10

10
0

10
1

10
2

10
3

10
4

 shGFP

shDPYD_4+OHT

shGFP+OHT

C
D

44

CD24

87.4%
(±2.4)

7.075% (±0.13)

10
0

10
1

10
2

10
3

10
4

10
0

10
1

10
2

10
3

10
4

10
0

10
1

10
2

10
3

10
4

10
0

10
1

10
2

10
3

10
4

56.26% (±1.98)

39.1%
(±1.40)

shDPYD_1+OHT

10
0

10
1

10
2

10
3

10
4

10
0

10
1

10
2

10
3

10
4

22.25% (±0.21)

72.45%
(±3.18)

52.95%
(±0.77)

41.3% (±1.27)

D

0 2 4 60

10000

20000

30000

40000

50000

Days

Lu
m

in
es

ce
nc

e 
(R

LU
) shGFP

shDPYD_1
shDPYD_4
shZEB1

E F

sh
GFP

sh
DPYD_1

sh
DPYD_4

DP
YD

 m
RN

A 
Re

la
tiv

e
 E

xp
re

ss
io

n(
%

)

0

50

100

150
C

HG

DPYD

ZEB1

VIM

Actin

sh
DPYD_4

sh
ZEB1

sh
DPYD_1

sh
GFP

OHT

0 20 40 60 80 100

G
PX

8 
m

RN
A 

Re
la

tiv
e

 E
xp

re
ss

io
n 

(%
)

Epithelial cells (% Total cells)

shGPX8
shGFP

R2=0.78

0

50

100

150

B


