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FIGURE LEGENDS 
 
Fig. 1. Characterization of EpoR-Cre-Dcr-del mice. A) Genomic DNA was isolated from 

tail snips and presence of the Dicer flox/flox (Dcr-fl/fl), Dicer wild-type (Dcr-WT), iCre 

control (iCre CTRL), and iCre alleles were determined by PCR. Asterisks represent mice 

homozygous for the Dcr-fl/fl and positive for iCre. B) Real-time PCR of Dicer expression 

in lymphocytes isolated from lymph nodes and maturing erythroid cells. Erythroid 

subsets were isolated from PHZ-treated spleens by cell sorting using cell size and the 

markers CD44, Ter119, as previously described [24] (Sup. Fig. 1). Dicer expression was 

determined using TaqMan assays and expression was normalized to β-Actin. C) Dcr-del 

and Cre-negavie littermate controls were treated with PHZ and peripheral blood counts 

were monitored.  

 

Fig. 2. Impaired stress erythropoiesis in Dcr-del mice. A) Blood counts in Dcr-del and 

Cre-negative littermate controls after weekly 5-FU injection. B) Total bone marrow 

cellularity and the total number of bone marrow erythroid cells per femur.  C) Percentage 

of erythroid subsets in the bone marrow of Dcr-del and Cre-negative control animals 

after repeated 5-FU treatment. R1 = CD71hi/Ter119lo, R2 = CD71hi/Ter119hi, R3 = 

CD71int/Ter119hi. Asterisks represent p < 0.05 as compared to equivalent erythroid 

subset in control Cre-negative mice. D) Total CFU-C and BFU-e in bone marrow and 

spleen.  

 

Sup. Fig. 1. Isolation of Erythoid Subsets. 

Dcr-del animals were treated with a single dose of PHZ (100mg/kg, IP). Four days after 

treatment, mice were sacrificed and splenocytes were isolated. Staining for CD44, 

Ter119 and gating strategies were performed as previously described [24]. Using an Aria 



M
ANUSCRIP

T

 

ACCEPTE
D

ACCEPTED MANUSCRIPTSup. Fig. 1

0 1000
FSC-H

Spleen.005

100 101 102 103 104

7-AAD

Spl.005

R1

100 101 102 103 104

Ter119-FITC

Spl.005

R2

0 1000
FSC-H

Spl.005

II
IIIIV

V

VI




