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Total	
  instances	
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  gene

1 ILF2 Interleukin	
  enhancer-­‐binding	
  factor	
  2 cytoplasm,	
  nucleolus,	
  nucleolus,	
  nucleus,	
  ribonucleoprotein	
  complexATP	
  binding,	
  DNA	
  binding,	
  double-­‐stranded	
  RNA	
  binding,	
  protein	
  binding,	
  transferase	
  activityimmune	
  response,	
  positive	
  regulation	
  of	
  transcription,	
  DNA-­‐dependent,	
  transcription,	
  DNA-­‐dependentILPTLEAVAALGNK Yes 1 1

2 GPR37 Probable	
  g-­‐protein	
  coupled	
  receptor	
  37 endoplasmic	
  reticulum,	
  endoplasmic	
  reticulum	
  membrane,	
  integral	
  to	
  plasma	
  membrane,	
  plasma	
  membraneG-­‐protein	
  coupled	
  receptor	
  activity,	
  receptor	
  activity,	
  signal	
  transducer	
  activityG-­‐protein	
  coupled	
  receptor	
  signaling	
  pathwayLAVIWVGALLLALP Yes 12 12

3 SLC25A5 ADP/ATP	
  translocase	
  2 MMXD	
  complex,	
  integral	
  to	
  plasma	
  membrane,	
  membrane,	
  mitochondrial	
  inner	
  membrane,	
  mitochondrial	
  nucleoid,	
  mitochondrionadenine	
  transmembrane	
  transporter	
  activity,	
  protein	
  binding,	
  transporter	
  activityadenine	
  transport,	
  chromosome	
  segregation,	
  energy	
  reserve	
  metabolic	
  process,	
  interspecies	
  interaction	
  between	
  organisms,	
  regulation	
  of	
  insulin	
  secretion,	
  transmembrane	
  transport,	
  transport,	
  viral	
  reproductionYFPTQALNFAFK Yes 1 1

4 RPLP1 60S	
  acidic	
  ribosomal	
  protein	
  P1 cytoplasm,	
  cytosol,	
  cytosolic	
  large	
  ribosomal	
  subunit,	
  intracellular,	
  ribosomeRNA	
  binding,	
  protein	
  binding,	
  structural	
  constituent	
  of	
  ribosomeRNA	
  metabolic	
  process,	
  cellular	
  protein	
  metabolic	
  process,	
  endocrine	
  pancreas	
  development,	
  gene	
  expression,	
  mRNA	
  metabolic	
  process,	
  translation,	
  translation,	
  translational	
  elongation,	
  translational	
  termination,	
  viral	
  infectious	
  cycle,	
  viral	
  reproduction,	
  viral	
  transcriptionAAGVNVEPFWPGLFAK Yes 2 2

5 IGF2BP1 Insulin-­‐like	
  growth	
  factor	
  2	
  mrna-­‐binding	
  
protein	
  1 CRD-­‐mediated	
  mRNA	
  stability	
  complex,	
  cytoplasm,	
  cytoplasmic	
  stress	
  granule,	
  cytosol,	
  dendritic	
  spine,	
  intracellular	
  membrane-­‐bounded	
  organelle,	
  lamellipodium,	
  nucleolus,	
  nucleus,	
  plasma	
  membrane,	
  ribonucleoprotein	
  complexmRNA-­‐UTR	
  binding,	
  mRNA;-­‐UTR	
  binding,	
  mRNA	
  binding,	
  nucleotide	
  binding,	
  protein	
  binding,	
  translation	
  regulator	
  activityCRD-­‐mediated	
  mRNA	
  stabilization,	
  RNA	
  localization,	
  negative	
  regulation	
  of	
  translation,	
  regulation	
  of	
  cytokine	
  biosynthetic	
  process,	
  regulation	
  of	
  mRNA	
  stability	
  involved	
  in	
  response	
  to	
  stressMVIITGPPEAQFK Yes 2 2

FGFPEGSVELYAEK No 2

GGKPEPPAMPQPVPTA Yes 2

7 RPS6 40s	
  ribosomal	
  protein	
  S6 cytoplasm,	
  cytosol,	
  cytosolic	
  small	
  ribosomal	
  subunit,	
  cytosolic	
  small	
  ribosomal	
  subunit,	
  intracellular,	
  nucleolus,	
  nucleus,	
  perinuclear	
  region	
  of	
  cytoplasm,	
  polysome,	
  ribonucleoprotein	
  complex,	
  small	
  ribosomal	
  subunitprotein	
  binding,	
  protein	
  kinase	
  binding,	
  structural	
  constituent	
  of	
  ribosomeRNA	
  metabolic	
  process,	
  T	
  cell	
  differentiation	
  in	
  thymus,	
  T	
  cell	
  proliferation	
  involved	
  in	
  immune	
  response,	
  TOR	
  signaling	
  cascade,	
  activation-­‐induced	
  cell	
  death	
  of	
  T	
  cells,	
  cellular	
  protein	
  metabolic	
  process,	
  endocrine	
  pancreas	
  development,	
  erythrocyte	
  development,	
  gastrulation,	
  gene	
  expression,	
  glucose	
  homeostasis,	
  insulin	
  receptor	
  signaling	
  pathway,	
  mRNA	
  metabolic	
  process,	
  mitosis,	
  mitotic	
  cell	
  cycle	
  G1/S	
  transition	
  checkpoint,	
  negative	
  regulation	
  of	
  apoptotic	
  process,	
  oogenesis	
  stage,	
  placenta	
  development,	
  positive	
  regulation	
  of	
  apoptotic	
  process,	
  rRNA	
  processing,	
  ribosomal	
  small	
  subunit	
  assembly,	
  ribosomal	
  small	
  subunit	
  biogenesis,	
  translation,	
  translation,	
  translational	
  elongation,	
  translational	
  termination,	
  viral	
  infectious	
  cycle,	
  viral	
  reproduction,	
  viral	
  transcriptionDIPGLTDTTVPR Yes 2 2

TIFTPS[167]SVKK Yes 19
TIFTPSS[167]VKK Yes 83

9 ALB Uncharacterized	
  protein basement	
  membrane,	
  cytoplasm,	
  extracellular	
  region,	
  extracellular	
  region,	
  extracellular	
  space,	
  extracellular	
  space,	
  platelet	
  alpha	
  granule	
  lumen,	
  protein	
  complexDNA	
  binding,	
  antioxidant	
  activity,	
  cell	
  surface	
  binding,	
  chaperone	
  binding,	
  copper	
  ion	
  binding,	
  drug	
  binding,	
  drug	
  binding,	
  enzyme	
  binding,	
  fatty	
  acid	
  binding,	
  fatty	
  acid	
  binding,	
  metal	
  ion	
  binding,	
  oxygen	
  binding,	
  protein	
  binding,	
  pyridoxal	
  phosphate	
  binding,	
  toxin	
  binding,	
  zinc	
  ion	
  bindingbile	
  acid	
  and	
  bile	
  salt	
  transport,	
  bile	
  acid	
  metabolic	
  process,	
  blood	
  coagulation,	
  cellular	
  response	
  to	
  starvation,	
  hemolysis	
  by	
  symbiont	
  of	
  host	
  erythrocytes,	
  lipid	
  metabolic	
  process,	
  lipoprotein	
  metabolic	
  process,	
  maintenance	
  of	
  mitochondrion	
  location,	
  negative	
  regulation	
  of	
  apoptotic	
  process,	
  negative	
  regulation	
  of	
  programmed	
  cell	
  death,	
  platelet	
  activation,	
  platelet	
  degranulation,	
  positive	
  regulation	
  of	
  circadian	
  sleep/wake	
  cycle,	
  non-­‐REM	
  sleep,	
  response	
  to	
  mercury	
  ion,	
  response	
  to	
  nutrient,	
  response	
  to	
  organic	
  substance,	
  response	
  to	
  platinum	
  ion,	
  response	
  to	
  stress,	
  sodium-­‐independent	
  organic	
  anion	
  transport,	
  transmembrane	
  transport,	
  transport,	
  transportKVPQVSTPTLVEVSR Yes 3 3

10 NACA Nascent	
  polypeptide-­‐associated	
  complex	
  
subunit	
  alpha cytoplasm,	
  nascent	
  polypeptide-­‐associated	
  complex,	
  nucleusDNA	
  binding interspecies	
  interaction	
  between	
  organisms,	
  protein	
  transport,	
  transcription,	
  DNA-­‐dependent,	
  translationIEDLSQQAQLAAAEK Yes 2 2

11 HNRNPCL1 Heterogeneous	
  nuclear	
  ribonucleoprotein	
  c-­‐
like	
  1 nucleus,	
  ribonucleoprotein	
  complex RNA	
  binding,	
  nucleotide	
  binding VFIGNLNTLVVK Yes 3 3

12 TRAP1 Heat	
  shock	
  protein	
  75	
  kda,	
  mitochondrial cellular_component,	
  mitochondrion ATP	
  binding,	
  nucleotide	
  binding,	
  tumor	
  necrosis	
  factor	
  receptor	
  binding,	
  unfolded	
  protein	
  bindingcellular	
  response	
  to	
  oxidative	
  stress,	
  protein	
  folding,	
  response	
  to	
  stressGVVDSEDIPLNLSR Yes 13 13

AFLHWYT[181]GEGM[147]DEME No 1
AILVDLEPGTM[147]DSVR No 15
AILVDLEPGTM[147]DSVR No 1
AILVDLEPGTMDSVR No 11
GHYTEGAELVDSVLDVVR No 1
GHYTEGAELVDSVLDVVRK No 5
INVYYNEATGNKYVPR Yes 4
ISEQFTAM[147]FR No 4
ISEQFTAMFR No 1
LAVNM[147]VPFPR No 10
LAVNMVPFPR No 2
LHFFM[147]PGFAPLTSR No 5
LHFFM[147]PGFAPLTSR No 2
LTTPTYGDLNHLVSATM[147]SGVTTCLR No 2
LTTPTYGDLNHLVSATMSGVTTCLR No 2
M[147]SATFIGNSTAIQELFK No 1
YLTVAAIFR No 3

14 RPS8 40S	
  ribosomal	
  protein	
  S8 cytoplasm,	
  cytosol,	
  cytosolic	
  small	
  ribosomal	
  subunit,	
  cytosolic	
  small	
  ribosomal	
  subunit,	
  intracellular,	
  ribonucleoprotein	
  complex,	
  ribosomestructural	
  constituent	
  of	
  ribosome,	
  structural	
  constituent	
  of	
  ribosomeRNA	
  metabolic	
  process,	
  cellular	
  protein	
  metabolic	
  process,	
  endocrine	
  pancreas	
  development,	
  gene	
  expression,	
  mRNA	
  metabolic	
  process,	
  maturation	
  of	
  SSU-­‐rRNA	
  from	
  tricistronic	
  rRNA	
  transcript	
  (SSU-­‐rRNA,	
  5.8S	
  rRNA,	
  LSU-­‐rRNA),	
  translation,	
  translation,	
  translation,	
  translation,	
  translational	
  elongation,	
  translational	
  termination,	
  viral	
  infectious	
  cycle,	
  viral	
  reproduction,	
  viral	
  transcriptionIIDVVYNASNNELVR Yes 2 2

15 HIST1H1B Histone	
  H15 chromosome,	
  nucleosome,	
  nucleus DNA	
  binding nucleosome	
  assembly ATGPPVSELITK Yes 1 1

16 HSPE1 10	
  kda	
  heat	
  shock	
  protein,	
  mitochondrial cytoplasm,	
  mitochondrial	
  matrix,	
  mitochondrion,	
  mitochondrionATP	
  binding,	
  chaperone	
  binding,	
  chaperone	
  binding,	
  protein	
  binding,	
  unfolded	
  protein	
  bindingactivation	
  of	
  cysteine-­‐type	
  endopeptidase	
  activity	
  involved	
  in	
  apoptotic	
  process,	
  protein	
  folding,	
  response	
  to	
  stress,	
  response	
  to	
  unfolded	
  proteinVVLDDKDYFLFR Yes 2 2

GLYDGPVCEVSVTPK Yes 2
ILDLGITGPEGHVLSRPEEVEAEAVNR Yes 1
MDENQFVAVTSTNAAK No 1
AQQVSQGLDVLTAK Yes 1
AVGT[181]ANKS[167]T[181]VEGIQASVK Yes 1
LVQAAQM[147]LQ No 12
AGVNTVTTLVENK No 1
LKVPPAINQFTQALDR Yes 1

20 RPL24 60S	
  ribosomal	
  protein	
  L24 cytosol,	
  cytosolic	
  large	
  ribosomal	
  subunit,	
  ribosomeRNA	
  binding,	
  structural	
  constituent	
  of	
  ribosomeRNA	
  metabolic	
  process,	
  cellular	
  protein	
  metabolic	
  process,	
  endocrine	
  pancreas	
  development,	
  exit	
  from	
  mitosis,	
  gene	
  expression,	
  mRNA	
  metabolic	
  process,	
  mitotic	
  cell	
  cycle	
  G1/S	
  transition	
  checkpoint,	
  optic	
  nerve	
  development,	
  retina	
  development	
  in	
  camera-­‐type	
  eye,	
  retinal	
  ganglion	
  cell	
  axon	
  guidance,	
  ribosomal	
  large	
  subunit	
  assembly,	
  translation,	
  translation,	
  translational	
  elongation,	
  translational	
  termination,	
  viral	
  infectious	
  cycle,	
  viral	
  reproduction,	
  viral	
  transcriptionAITGASLADIM[147]AK Yes 2 12

LTM[147]TRDTSTST Yes 9
VGPGAHS[167]QVQLVQS[167]GAEVK No 1
ALELALLQGLLG Yes 1
LEVT[181]VSHVALTA Yes 1
LEVTVS[167]HVALTA Yes 5
LPFTFAGNLFMVPDDPLGR Yes 1

23 RPSA Laminin	
  receptor-­‐like	
  protein	
  lamrl5 90S	
  preribosome,	
  cytoplasm,	
  cytoplasm,	
  cytosol,	
  cytosolic	
  small	
  ribosomal	
  subunit,	
  intracellular,	
  nucleus,	
  plasma	
  membraneprotein	
  binding,	
  receptor	
  activity,	
  ribosome	
  binding,	
  structural	
  constituent	
  of	
  ribosomeRNA	
  metabolic	
  process,	
  cell	
  adhesion,	
  cellular	
  protein	
  metabolic	
  process,	
  endocrine	
  pancreas	
  development,	
  endonucleolytic	
  cleavage	
  in	
  ITS1	
  to	
  separate	
  SSU-­‐rRNA	
  from	
  5.8S	
  rRNA	
  and	
  LSU-­‐rRNA	
  from	
  tricistronic	
  rRNA	
  transcript	
  (SSU-­‐rRNA,	
  5.8S	
  rRNA,	
  LSU-­‐rRNA),	
  endonucleolytic	
  cleavage	
  to	
  generate	
  mature	
  3&apos;-­‐end	
  of	
  SSU-­‐rRNA	
  from	
  (SSU-­‐rRNA,	
  5.8S	
  rRNA,	
  LSU-­‐rRNA),	
  gene	
  expression,	
  mRNA	
  metabolic	
  process,	
  rRNA	
  export	
  from	
  nucleus,	
  ribosomal	
  small	
  subunit	
  assembly,	
  translation,	
  translation,	
  translational	
  elongation,	
  translational	
  termination,	
  viral	
  infectious	
  cycle,	
  viral	
  reproduction,	
  viral	
  transcriptionAIVAIENPADVSVISSR Yes 1 1

25 DDX17 Probable	
  atp-­‐dependent	
  rna	
  helicase	
  ddx17	
  
isoform	
  3 nucleus ATP	
  binding,	
  ATP-­‐dependent	
  helicase	
  activity,	
  RNA	
  binding,	
  RNA	
  helicase	
  activity,	
  RNA-­‐dependent	
  ATPase	
  activity,	
  hydrolase	
  activity,	
  nucleotide	
  bindingRNA	
  processing ELAQQVQQVADDYGK Yes 1 1

actin	
  filament,	
  adherens	
  junction,	
  cell-­‐cell	
  adherens	
  junction,	
  cell-­‐cell	
  junction,	
  cell-­‐substrate	
  junction,	
  costamere,	
  costamere,	
  cytoplasm,	
  cytoskeleton,	
  cytosol,	
  extracellular	
  region,	
  fascia	
  adherens,	
  focal	
  adhesion,	
  focal	
  adhesion,	
  plasma	
  membrane,	
  protein	
  complex,	
  stress	
  fiberIsoform	
  1	
  of	
  vinculinVCL18 14

LPIN2

10

22 NYNRIN Isoform	
  1	
  of	
  protein	
  nynrin cellular_component,	
  integral	
  to	
  membrane,	
  membranemolecular_function,	
  nucleic	
  acid	
  bindingDNA	
  integration,	
  biological_process 8

21 IGH@ Putative	
  matrix	
  cell	
  adhesion	
  molecule-­‐3

4

19 RPL7A 60s	
  ribosomal	
  protein	
  l7acytosol,	
  cytosolic	
  large	
  ribosomal	
  subunit,	
  membrane	
  fraction,	
  polysomal	
  ribosome,	
  ribosomeRNA	
  binding,	
  protein	
  binding,	
  structural	
  constituent	
  of	
  ribosomeRNA	
  metabolic	
  process,	
  cellular	
  protein	
  metabolic	
  process,	
  endocrine	
  pancreas	
  development,	
  gene	
  expression,	
  mRNA	
  metabolic	
  process,	
  ribosome	
  biogenesis,	
  translation,	
  translation,	
  translational	
  elongation,	
  translational	
  termination,	
  viral	
  infectious	
  cycle,	
  viral	
  reproduction,	
  viral	
  transcription2

adherens	
  junction	
  assembly,	
  apical	
  junction	
  assembly,	
  blood	
  coagulation,	
  cell	
  adhesion,	
  cell-­‐matrix	
  adhesion,	
  cellular	
  component	
  movement,	
  epithelial	
  cell-­‐cell	
  adhesion,	
  lamellipodium	
  assembly,	
  morphogenesis	
  of	
  an	
  epithelium,	
  muscle	
  contraction,	
  negative	
  regulation	
  of	
  cell	
  migration,	
  platelet	
  activation,	
  platelet	
  degranulation,	
  protein	
  localization	
  at	
  cell	
  surfaceRho	
  GTPase	
  binding,	
  actin	
  binding,	
  alpha-­‐catenin	
  binding,	
  beta-­‐catenin	
  binding,	
  beta-­‐dystroglycan	
  binding,	
  cadherin	
  binding,	
  protein	
  binding,	
  structural	
  molecule	
  activity

17 DPYSL2 Dihydropyrimidinase-­‐related	
  protein	
  2axon,	
  cytoplasm,	
  cytosol,	
  dendrite,	
  growth	
  cone,	
  mitochondrion,	
  neuronal	
  cell	
  body,	
  protein	
  complex,	
  soluble	
  fraction,	
  synaptosome,	
  terminal	
  buttondihydropyrimidinase	
  activity,	
  hydrolase	
  activity,	
  acting	
  on	
  carbon-­‐nitrogen	
  (but	
  not	
  peptide)	
  bonds,	
  protein	
  bindingaxon	
  guidance,	
  brain	
  development,	
  cell	
  differentiation,	
  multicellular	
  organismal	
  development,	
  nervous	
  system	
  development,	
  nucleobase-­‐containing	
  compound	
  metabolic	
  process,	
  olfactory	
  bulb	
  development,	
  positive	
  regulation	
  of	
  glutamate	
  secretion,	
  pyrimidine	
  base	
  catabolic	
  process,	
  regulation	
  of	
  neuron	
  differentiation,	
  response	
  to	
  amphetamine,	
  response	
  to	
  cocaine,	
  response	
  to	
  drug,	
  signal	
  transduction,	
  spinal	
  cord	
  development,	
  synaptic	
  vesicle	
  transport

RPS36

8 Phosphatidate	
  phosphatase	
  lipin2cytoplasm,	
  cytosol,	
  endoplasmic	
  reticulum,	
  endoplasmic	
  reticulum	
  membrane,	
  membrane,	
  nucleushydrolase	
  activity,	
  phosphatidate	
  phosphatase	
  activity,	
  transcription	
  coactivator	
  activity

70

RNA	
  metabolic	
  process,	
  activation	
  of	
  cysteine-­‐type	
  endopeptidase	
  activity	
  involved	
  in	
  apoptotic	
  process,	
  cellular	
  protein	
  metabolic	
  process,	
  endocrine	
  pancreas	
  development,	
  gene	
  expression,	
  induction	
  of	
  apoptosis,	
  mRNA	
  metabolic	
  process,	
  negative	
  regulation	
  of	
  DNA	
  repair,	
  negative	
  regulation	
  of	
  NF-­‐kappaB	
  transcription	
  factor	
  activity,	
  response	
  to	
  DNA	
  damage	
  stimulus,	
  translation,	
  translation,	
  translation,	
  translational	
  elongation,	
  translational	
  initiation,	
  translational	
  termination,	
  viral	
  infectious	
  cycle,	
  viral	
  reproduction,	
  viral	
  transcriptionDNA-­‐(apurinic	
  or	
  apyrimidinic	
  site)	
  lyase	
  activity,	
  NF-­‐kappaB	
  binding,	
  damaged	
  DNA	
  binding,	
  endonuclease	
  activity,	
  iron-­‐sulfur	
  cluster	
  binding,	
  mRNA	
  binding,	
  protein	
  binding,	
  protein	
  kinase	
  binding,	
  structural	
  constituent	
  of	
  ribosome,	
  structural	
  constituent	
  of	
  ribosomecytoplasm,	
  cytosol,	
  cytosol,	
  cytosolic	
  small	
  ribosomal	
  subunit,	
  intracellular,	
  nucleus,	
  ribonucleoprotein	
  complex,	
  ruffle	
  membrane40S	
  ribosomal	
  protein	
  S3 4

cellular	
  lipid	
  metabolic	
  process,	
  dephosphorylation,	
  fatty	
  acid	
  metabolic	
  process,	
  lipid	
  metabolic	
  process,	
  positive	
  regulation	
  of	
  transcription	
  from	
  RNA	
  polymerase	
  II	
  promoter,	
  regulation	
  of	
  transcription,	
  DNA-­‐dependent,	
  triglyceride	
  biosynthetic	
  process102

13 TUBB2B Tubulin	
  beta-­‐2b	
  chain cytoplasm,	
  cytoskeleton,	
  microtubuleGTP	
  binding,	
  GTPase	
  activity,	
  nucleotide	
  binding,	
  peptide	
  binding,	
  structural	
  molecule	
  activityposttranslational	
  protein	
  folding,	
  cellular	
  protein	
  metabolic	
  process,	
  microtubule-­‐based	
  movement,	
  mitosis,	
  neuron	
  differentiation,	
  neuron	
  migration,	
  protein	
  folding,	
  protein	
  polymerization

dmcfadden
Typewritten Text
Table S1. SPRY4-IT1–binding Proteins Identified by Mass Spectrometry
Lipin 2 shows the highest spectral counts (83).





