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Figure S5 Comparison of proteome and transcriptome

HelLa c-Myc knock down (transcriptome)

A. Changes in pathways identified in the proteome of cells upon inhibition of HSP90 compared

to the proteome changes in RPE1 5/3 12/3. B. Changes in pathways identified in the proteome

of cells upon inhibition of HSP90 compared to the proteome changes in HCT116* 5/3. C. Changes
in pathway regulation identified in the transcriptome of cells upon HSF1 knockdown compared

to transcriptome changes in RPE1* 21/3. D. Changes in pathway regulation identified in the
transcriptome of cells upon c-Myc knockdown compared to transcriptome changes in HCT116 5/4.

Donnelly et al, Supplementary Figure 5



