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SIS IS5 55 =, =
PI4KIIalpha H.sapiens 101 RNEFPEDPEFEAVVRQAELAIERCIFPERIYQ YFVKDPQGRIIANMFKP

YFVKDPKRKIIGVFKP
PI4KIIalpha M.musculus 101 RNDFPEDPEFEVVVRQAEVAIECSIYPERIYQ YFVKDSQGRIVAVFKP
PI4KIIalpha D.rerio 69 RNEFPEDPEFREIIRKAERAIEEGIYPERIYQ YFVKDSAGKIIGMFKP
PI4KIIalpha H.sapiens 191 LSEAGASLVDQKLELNIVPRTKVVYLASETFNYSAIDRVKSRGKRLALEKVPKVGQRFNRIGLPPKVGSF GYKDADYWLRRFEAE 280
PI4KIIbeta H.sapiens 187 LSEAGAYLVDNKLHLSIVPKTKVVWLVSETFNYNAIDRAKSRGKKYALEKVPKVGRKFHRIGLPPKIGSF GYKEAEYWLRKFEAD 276

PI4KIIbeta H.sapiens 97 MNAFLDDPEFADIMLRAEQAIEVGIFPERISO
RISIISS, — R+ —— RIS —
PI4KIIalpha M.musculus 191 LSEAGASLVDQKLELNIVPRTKVVYLASETFNYSAIDRVKSRGKRLALEKVPKVGORFNRIGLPPKVGSF GYKDADYWLRRFEAE 280

R783 0

PI4KIIalpha D.rerio 159 LSEAGASLVDORLELNIVPRTKVVYLASETFNYSAIDRVKSRGKRLALEKVPKVGORFHRIGLPPKVGSFOI GYKDADFWLRRFEAE 248

SIS IIIIISS, e =
PI4KIIalpha H.sapiens 281 PLPENTNROLLLOFERLVVLDYIIRNTBRGNDNWLIKYDCP--MDSSSSRDTDWVVVKEPVIKVAALIDNGLAFPLKHPDS 368 H728
PI4KIIbeta H.sapiens 277 PLPENIRKQFOSQOFERLVILDYIIRNTDRGNDNWLVRYEKOKCEKEIDHKESKWIDDEEFLIKIAALIDNGLAFPFKHPDE 366 M729 ¢
PI4KIIalpha M.musculus 281 PLPENTNRQLLLQFERLVVLDYIIRNTDRGNDNWLIKYDCP--MDNSSCRDTDWVMVREPVIKVAAIDNGLAFPLKHPDS 368
PI4KIIalpha D.rerio 249 PLPENTNROLOLOFERLVVLDYIIRNTBRGNDNWLIKYDYP--MDTSSNRDSDWVLVKDPIIKLAAZDNGLAFPLKHPDS 336

PI4KIIalpha H.sapiens 369 LPOAKVPFSOEIKDLILPRKISDPNFVKDLEEDLYELFKKDPGFDRGOFHKOQIAVMRGOILNLTOALKDNKSPLHLVOMPPVIVETA 454
PI4KIIbeta H.sapiens 367 LPOAKVPFSEEIRNLILPYISDMNFVODLCEDLYELFKTDKGFDRKATFESOMSVMRGOILNLTOQALRDGKSPFOLVOIPCVIVERS 452

PI4KIIalpha M.musculus 369 LPQAKVPFSQEIKDLILPKISDPNFIKDLEEDLYELFKRDPGFDRGOQFHKQIAVMRGQILNLTQALKDNKSPLHLVOMPPVIVETA 454
PI4KIIalpha D.rerio 337 LPOQAKVVFSQEIRDLVLPKLADPNFIKDLEEDLYELFKKDPGFDRGOFKKQVSVMRGOILNLSQAMRDGKTPLOLVOMPPVIVETA 422
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