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Figure S4
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TACTACTACT ACTACAGAAA TTTCCAGAAC CGATTTGGGA GGAAAAATTA CGGGCATTAC
AACACCTGCT GACGGCGTGG CT---AGGGC C-------- A TCGACAATCT G----CCAAA
AGCGATTCCC GATGACAAAA T----AGAAT CAA----AGA TCAATAATTT G----ACTGG
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GATATACGAT ACTGGTAAAA TTGAAGACAT TAAACAATTG CTGAAACATA TTTGGCAAAG
TCCTTTTAAC GCCGAGAAGA TAAAAGAC-- ------- GCC TTGAACTTCT TGTTAGACAG
AACATACGCC TCGGATTTAA CCGCAGCC-- -AAACAAGTG CTGAAAGATT TCTTACTGAA
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AATTAGAAAT GACAAAACTG CCATATCAAA AAATCTTACA GTATCAGAGC AAATCGGCAA
AATTGATAAT GACAGAAAGA ACCTAACACA AATAGCTGAA GACATTAACC AAGGATCGGA
AATTGAAAAT GATAGATTGA ACATAACAAA GTTACATGAA GCATCGAAAA AAGCATTGAA
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TCAGTCTGTA ATATTAGAAA AAGTTGCAAA TAGCGCGCAT ATAAAACTGA GCGATGTAGT
GAAGTCGGAA GCAGTAAAGA AGATTACAGA TGATTTACTG AAAGAATTAG GCGAAGCAGC

CGAATTAGCA AATGCAGAGG TGGTATCAAA CAACCTTATC AAACCAGTAA AGGAGGCATT
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AAGTGACGTA CATCGCGCAA AAGGAGAGGC AGAAAGTGCT TTGACTTCTG GTAAGGCAGC
ACAAAAATCA GGTTATGCAG AAGCTCAGGC AAAAAGTGCA TCAATTCTTA TTGCAAAAGC

GGTAGATGCG ACTATCGCAA AGGGACAGGG AAGTAATGCA ATGGCTAGTG GAATAAACGC
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AGAAGCTAAA GCTAAAGTTG CATCAGACGA GGCTGTTAAA GCACGGAAAA AGGCGAGAGA
AGAAGAACCT GCTGCATACG CAGCGGCAGC TGCAAAAACA GCACAGTTTG AAGCAGAAGA
AGAGGTGCTA GCTGCAGATG TTGCTGCATC TGCAAAGGCA GCAGAAGATA GAGCAAGAAC
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CGCATTTAAA AACAGCTCTT CTGTCACTAT ATTTGCATAC GCATACTTAT ATCTCGTTAT
GTCTAACAGG CGCAACTCTG GTGTCGTCAC ATCACCATAC GCATACCTAT ATACTTTCAT
AGCTTATGAG CGCAGCTCTG GTGTCACCAC ATCACCATAC ACATACTTAC ATCTATTTAT
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GTGTATGTAT GTATTTCTGT ATATTTAACT GATATACAAA TT---TACAT GTACATGGAA
ATGTGTGTAT GCTTATCTTT ATATTTAACC GGAAACTAAA ATAGTTTCAT GTACTTCTAC
ATGTGTATAT TTTTATCTAT ATATTTAACT GATATATAGT CA---TACAT GGATACAAAT

*kh*k Kk KKk * K**kk Kk FhkkhkkhhkkKhk*k * * * * K*Kk* * % *

High conserved region



