Table S6 Classification of sequences derived from ‘C. floridanum embryos and duplicated with all of the cD

collections™ used for comparisc

SequenceAccessionN o Min. Mean
Sequence Description

Gene ontology ternts

Name umbe eValue Similarity
cleavage-stage library

C0257  AK442480 pre'mr;‘;;’_':ick'gg factop 31e111 84.05% P:mRNA processing

C046€ AK44249t 60s ribosomal prote 1.14E-4t 89.90% C:ribosome; F:structural constituent
primary morula-stage libra

M0239  AK442622 40s nbosomal prote|n3_89E_132 92.15% .F..structural con.stltuent of rlbosgme, F:RNA

s2-like binding; C:small ribosomal subunit; P:transla
M3111 AK442639 60s ribosomal protein 6.09E-54 84.05% C:nbosqme; F:structural copstltuent of
136 ribosome; P:translatic
M4899f HX95457¢ fatty acid bindin 5.56E-5! 75.95% F:transporter activity; F:lipid bindin

M48991 HX95436¢ fatty acid bindin 2.28E-2t 71.40% F:lipid binding; P:transport; F:transpol

M4940 AK442669 ribosomal protein s20 4.85E-77 91.90v4 Sructural constituent of rbosome; C:small
ribosomal subunit; P:translati

M524z  AK44268( prohibitin 6.32E-8( 63.45% C.membran
*1 Accession: JI831114-J1846296 (NCBI BioProject AcaassPRINA65673) and Accession: DV181803-DV182032

(Donnell and Strand, 2005)
*2 P: biological process, C: cellular component, Blgaular function




