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Figure S6. Methylation of individual CpG dinucleotides across the Epha2 amplicon, measured by
Sanger sequencing of PCR-amplified bisulfite-treated DNA. Seven CpG dinucleotides were
assayed by Sanger sequencing with three (*) showing significant differential methylation between
the Brown Norway (BN) and the Spontaneously Hypertensive Rat (SHR).  CpG dinucleotide
160,184,634 shows an opposing allelic effect as methylation is decreased in the BN strain,
whereas at CpG dinucleotides 160,184,557 and 160,184,560, methylation is increased in the BN
strain compared to SHR.
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