
y₁-NH₃
158.0924

y₁
175.119

a₂
187.1441

b₂-H₂O
197.1285

b₂
215.139

y₂-NH₃
271.1765

y₂
288.203

y₆²⁺
367.7372

y₃-NH₃
368.2292

y₃
385.2558

b₄-H₂O
397.2445

y₄-NH₃
505.2881

b₅-H₂O
510.3286

y₄
522.3147

y₅-NH₃
618.3722

y₅
635.3988

y₆
734.4672

b₇-H₂O
744.4403

y₇-H₂O
817.5043

y₇
835.5148

y₈-H₂O
930.5883

y₈
948.5989
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20130528_EXQ4_MaZe_SA_P1_11 36636 FTMS; HCD 122.52 350.55 Yipf5
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y₈

b₂
T

y₇

V

y₆

L

y₅

H

y₄

P

y₃

L

y₂

R

y₁

-



y₁-NH₃
130.0863

y₁
147.1128

y₂-H₂O
258.1448

y₂
276.1554

y₃-H₂O
387.1874

y₃
405.198

b₅-H₂O
514.2694

b₆-H₂O
643.312

y₁₁²⁺
701.817

b₁₃²⁺
765.358

b₇-H₂O
772.3546

y₉
1144.542

b₁₃-H₂O
1511.698

b₁₄-NH₃
1641.725

b₁₄
1658.751

b₁₅-H₂O
1769.783

b₁₅
1787.794
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20130529_EXQ4_MaZe_SA_P2_3 8484 FTMS; HCD 53.3 645.64 Ptprz1

- V T L M S E

y₁₁²⁺

E H

y₉

K C L S N
b₁₃²⁺

E

y₃

b₁₄
E

y₂

b₁₅
K

y₁
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y₁-NH₃
130.0863

y₁
147.1128

b₂-NH₃
225.1234

b₂
242.1499

y₂-H₂O
258.1448

y₂
276.1554 b₃

371.1925

y₃
375.2238

b₉²⁺
564.762

y₅
660.3675

y₆
775.3945

y₇
904.4371

b₈
1029.448

y₈
1033.48

b₉
1128.517

y₉-H₂O
1144.512

y₉-NH₃
1145.496

y₉
1162.522

b₁₀
1257.559

y₁₀-NH₃
1273.554

y₁₀
1290.581
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20130529_EXQ4_MaZe_SA_P2_4 8698 FTMS; HCD 148.18 702.34 Rassf2
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y₁₀

b₂
E

y₉

b₃
E

y₈

E

y₇

D

y₆

R

y₅

E
b₈

V

y₃

b₉
E

y₂

b₁₀
K

y₁
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y₁-NH₃
158.0924

y₁
175.119

a₂
237.1234

y₂
246.1561

b₂-H₂O
247.1077

b₂
265.1183

y₃
317.1932

b₃-H₂O
362.1347

b₃
380.1452

y₄
432.2201 b₄

493.2293

y₅
533.2678

b₅-H₂O
590.2457

b₅
608.2562

y₆
680.3362

b₆
771.3196

y₇
779.4046

y₈-NH₃
899.437

b₇
908.3785

y₈
916.4635

b₈-H₂O
989.4363

b₈
1007.447

y₉
1079.527

b₉
1154.515

y₁₀
1194.554

y₁₁
1307.638

b₁₁
1370.59

y₁₂
1422.665 y₁₃

1523.712
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20130529_EXQ4_MaZe_SA_P2_4 47218 FTMS; HCD 122.63 844.4 Pigm
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y₁₃

b₂
D

y₁₂

b₃
I

y₁₁

b₄
D

y₁₀

b₅
Y

y₉

b₆
H

y₈

b₇
V

y₇

b₈
F

y₆

b₉
T

y₅

D

y₄

b₁₁
A

y₃

A

y₂

R

y₁
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y₁-NH₃
130.0863

y₁
147.1128

y₂-NH₃
201.1234

y₂
218.1499

b₃-H₂O
228.0979

b₃
246.1084

y₃
319.1976

b₄-H₂O
341.1819

b₄
359.1925

b₅-H₂O
470.2245

y₅
529.3344

y₁₁²⁺
622.3175

b₁₂²⁺
687.8284

y₇
729.4141

y₁₃²⁺
744.3523

b₁₃²⁺
744.8499

y₁₄²⁺
808.3997

b₁₅²⁺
866.8847

b₁₆²⁺
902.4032

b₁₇²⁺
966.9245

y₉
973.4837

b₁₉²⁺
1071.993

y₁₀
1087.527

y₁₂
1358.655

y₁₅
1743.851

y₁₆
1872.893

y₁₇
1973.941

y₁₈-H₂O
2084.973

y₁₈
2102.984

y₁₉
2216.068

y₂₀-H₂O
2299.105

y₂₀
2317.115

y₂₁
2404.147
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20130529_EXQ4_MaZe_SA_P2_8 19281 FTMS; HCD 117.03 821.4 Enah
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y₂₁

T
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b₃
I

y₁₉

b₄
E

y₁₈
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E

y₁₆

Q

y₁₅
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y₁₄²⁺
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D
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y₁₁²⁺
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y₁₀
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D
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A
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P
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I
b₁₉²⁺
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y₃
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y₂

K
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y₁-NH₃
130.0863

y₁
147.1128

a₂
185.1648

b₂
213.1598

y₂
260.1969

b₃
350.2187

y₃
361.2445

b₄
465.2456

y₄-H₂O
472.2766

y₄
490.2871

b₅-H₂O
576.2776

b₁₀²⁺
580.3271

b₅
594.2882

y₅
621.3276

y₁₁²⁺
658.3681

y₆-H₂O
700.3698

y₆-NH₃
701.3538

b₆
707.3723

y₁₂²⁺
715.8816

y₆
718.3804

b₇
820.4563

y₇
846.4754

b₈
934.4993

y₈-NH₃
943.4917

y₈
960.5183

b₉-NH₃
1045.568

y₉-NH₃
1056.576

b₉
1062.594 y₉

1073.602

y₁₀-NH₃
1169.66

y₁₀
1186.686

b₁₁
1290.687

y₁₁-H₂O
1297.718

y₁₁
1315.729

y₁₂-H₂O
1412.745

y₁₂-NH₃
1413.729

b₁₂
1419.73

y₁₂
1430.756

b₁₃-H₂O
1502.767

b₁₃
1520.778

y₁₃-NH₃
1550.788

y₁₃
1567.815

b₁₄-H₂O
1615.851

b₁₄
1633.862

y₁₄
1680.899
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20130529_EXQ4_MaZe_SA_P2_11 45630 FTMS; HCD 213.55 890.49 Slc35a3
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y₁₂
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b₅
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b₁₀²⁺
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b₁₃
L

y₂

b₁₄
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a₂
101.0709 b₂

129.0659

y₁-NH₃
158.0924

y₁
175.119

y₂
262.151

b₃
266.1248

b₆²⁺
335.6161

y₃
399.2099

b₄
426.1554 y₄-NH₃

511.2259

y₄
528.2525

b₅
555.198

y₉²⁺
574.2329

b₆
670.225

y₅
714.3318

y₆-H₂O
783.3533

y₆-NH₃
784.3373

y₆
801.3638

y₇
961.3945

y₈
1018.416

y₉-H₂O
1129.448
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20130531_EXQ4_MaZe_SA_P4_6 10234 FTMS; HCD 54.4 454.92 Gpr137
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H
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C
b₄

E
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D
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E

y₉²⁺

G

y₈
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y₇

S

y₆

W

y₅

E

y₄

H

y₃

S

y₂

R

y₁
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y₁-NH₃
130.0863

y₁
147.1128 a₂

199.1805

b₂
227.1754

y₂-NH₃
243.1703

y₂
260.1969

b₃
355.2704

y₃
407.2653

y₁₃²⁺
826.4563

y₁₁-H₂O
1392.716

y₁₁
1410.726

b₁₂
1505.8

y₁₂-NH₃
1521.795

y₁₂
1538.821

y₁₃
1651.905
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20130531_EXQ4_MaZe_SA_P4_6 49857 FTMS; HCD 50.9 442 Ppp1r9a
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y₁₃

b₂
K

y₁₂

b₃
D

y₁₁

F Q Q K E L D F

y₃

b₁₂
I

y₂

K

y₁
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y₁-NH₃
130.0863

y₁
147.1128

y₂-NH₃
244.1292

b₂-NH₃
254.1248

y₂
261.1557

b₂
271.1513 y₃

332.1928

b₆²⁺
347.7034

b₃-NH₃
351.1775

b₃
368.2041

b₇²⁺
404.7248

y₇²⁺
423.2169

b₄-NH₃
464.2616

y₄
495.2562

y₉²⁺
536.7803

b₅-NH₃
578.3045

y₁₀²⁺
585.3067

b₅
595.3311

y₅
632.3151

b₆
694.3995

y₆-NH₃
729.3315

y₆
746.358

b₇-NH₃
791.4159

b₇
808.4424

b₈-NH₃
928.4748

b₈
945.5013

y₈
959.4694

b₉-NH₃
1091.538

b₉
1108.565

b₁₀-NH₃
1162.575

b₁₀
1179.602

b₁₁-NH₃
1276.618

b₁₁
1293.645
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20130531_EXQ4_MaZe_SA_P4_11 10202 FTMS; HCD 183.03 480.59 Ninj1

- N R
b₂

P

y₁₀²⁺

b₃
I

y₉²⁺

N

y₈

b₅
V

y₇²⁺

b₆
N

y₆

b₇
H

y₅

b₈
Y

y₄

b₉
A

y₃

b₁₀
N

y₂

b₁₁
K

y₁

-



a₂
117.0659

y₁-NH₃
130.0863

b₂
145.0608

y₁
147.1128

b₃-H₂O
228.0979

b₃
246.1084

y₂
278.1533

b₄-H₂O
285.1193

b₄
303.1299

y₃
391.2374

b₅-H₂O
398.2034

b₅
416.214

b₆-H₂O
469.2405

b₆
487.2511

y₄
504.3214

b₇-H₂O
540.2776

b₇
558.2882

b₁₂²⁺
581.789

b₈-H₂O
671.3181

b₈
689.3287

b₁₄²⁺
694.8367

y₁₂²⁺
703.3718

y₆
730.4168

b₉
776.3607

b₁₀-H₂O
857.4186

y₇-NH₃
869.4913

b₁₇²⁺
873.441

y₇
886.5179

y₈-H₂O
999.5478

y₈
1017.558

y₉
1116.627

b₁₂-H₂O
1144.56

b₁₂
1162.571

y₁₀-NH₃
1186.632

y₁₀
1203.659

b₁₃
1259.623

y₁₁-H₂O
1316.689

y₁₁-NH₃
1317.673

y₁₁
1334.699

y₁₂-H₂O
1387.726

b₁₄
1388.666

y₁₂
1405.736

y₁₃
1476.774

b₁₅
1501.75

y₁₄
1589.858

b₁₆
1614.834

y₁₅
1646.879

b₁₇
1745.875

y₁₆
1747.927
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20130531_EXQ4_MaZe_SA_P4_11 75396 FTMS; HCD 182.82 946.5 Atp6v0c
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b₄
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y₁₄

b₅
A

y₁₃

b₆
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y₁₂

b₇
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b₈
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y₁₀

b₉
V

y₉
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b₁₃
E
b₁₄

L

y₄

b₁₅
I

y₃

b₁₆
M

y₂

b₁₇
K

y₁
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y₁-NH₃
130.0863

y₁
147.1128

a₂
157.0972

b₂
185.0921

y₂-H₂O
244.1292

y₂-NH₃
245.1132

y₂
262.1397

b₃
299.135

y₃
361.2082

b₄
370.1721

b₅-H₂O
453.2092

b₅-NH₃
454.1932

b₅
471.2198

y₄
474.2922

b₆-H₂O
554.2569

b₆
572.2675

y₅-H₂O
585.3243

y₅
603.3348

b₇-H₂O
668.2998

b₇
686.3104

y₆
716.4189

b₈
783.3632

y₇-H₂O
795.4611

y₇
813.4716

b₉-H₂O
852.3846

b₉-NH₃
853.3686

b₉
870.3952

y₈-H₂O
908.5451

y₈-NH₃
909.5292

y₈
926.5557

b₁₀-H₂O
980.4432

b₁₀-NH₃
981.4272

b₁₀
998.4538

y₉
1039.64

b₁₁-NH₃
1094.511

b₁₁
1111.538

y₁₀-NH₃
1150.672

y₁₀
1167.698

b₁₂-NH₃
1207.595

b₁₂
1224.622

y₁₁
1254.73

y₁₂-H₂O
1333.773

y₁₂
1351.783

y₁₃-H₂O
1447.816

y₁₃-NH₃
1448.8

y₁₃
1465.826

y₁₄-NH₃
1549.847

y₁₄
1566.874

y₁₅-NH₃
1650.895

y₁₅
1667.921
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20130602_EXQ4_MaZe_SA_M1_8 78671 FTMS; HCD 194.92 1019.55 Lsm5
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y₁-NH₃
130.0863

y₁
147.1128

b₂-H₂O
169.0608

b₂
187.0713

y₂-NH₃
258.1448

b₃-H₂O
270.1084

y₂
275.1714

b₃
288.119

y₃
374.2398

b₇²⁺
387.1643

b₄-H₂O
433.1718

b₄
451.1823

b₉²⁺
506.2176

b₅-H₂O
561.2304

y₅
584.3766

y₆
685.4243 b₇-H₂O

755.3107

b₇
773.3213

y₇-H₂O
804.4726

y₇
822.4832

b₈-H₂O
892.3696

b₈
910.3802

y₈
959.5421

b₉-H₂O
993.4173

b₉
1011.428

y₉
1016.564 y₁₀-NH₃

1127.596

b₁₁-H₂O
1203.554

b₁₁-NH₃
1204.538

b₁₁
1221.565

b₁₂-H₂O
1302.623

b₁₂-NH₃
1303.607

y₁₁
1307.685

b₁₂
1320.633

b₁₃-H₂O
1430.681

b₁₃
1448.692

y₁₃
1465.755
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20130602_EXQ4_MaZe_SA_M1_11 12206 FTMS; HCD 164.93 797.9 mt-Co3;Mtco3
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T
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H
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y₁-NH₃
158.0924

a₂
159.0764

y₁
175.119

b₂
187.0713

y₂
288.203

b₃
300.1554

b₄-H₂O
411.1874

b₄
429.198

b₅-H₂O
540.23

b₅
558.2406

y₁₀²⁺
593.8343

y₉-H₂O
1039.608

y₉
1057.619

y₁₀-H₂O
1168.651

y₁₀-NH₃
1169.635

y₁₀
1186.661

y₁₁-H₂O
1297.693

y₁₁
1315.704

y₁₂
1428.788
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20130605_EXQ4_MaZe_SA_M3_3 40777 FTMS; HCD 66 808.43 Ttc22
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y₁
175.119

y₃
333.1881

b₃
358.1431

b₇²⁺
425.218

y₅
517.3093

b₅
608.2861

b₆
736.3447 b₇-H₂O

831.4182

b₇
849.4287 b₈

936.4608

y₉
944.4796
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20130605_EXQ4_MaZe_SA_M3_8 63341 FTMS; HCD 59.34 1032.15 March8
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20130605_EXQ4_MaZe_SA_M4_5 50807 FTMS; HCD 127.3 881.5 Krtcap2
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20130605_EXQ4_MaZe_SA_M4_11 8738 FTMS; HCD 84.74 463.26 Galnt10
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20130628_EXQ4_MaZe_SA_P4_11 34876 FTMS; HCD 132.32 702.86 Cyb561d2
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20130628_EXQ4_MaZe_SA_P4_11 37623 FTMS; HCD 123.75 403.88 Ndufb2
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