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Supplementary Figure S1: Comparison of the differentially abundant proteins in the current study with 
the published pooled OPC proteome (Slebos et al, 2013).
(A) Fold changes of the 1,626 commonly identified protein groups in the current study vs. the Slebos et al study. 
(B) Protein ratios as a function of statistical significance of protein groups identified in the current study. 
(C) Protein ratios as a function of statistical significance of protein groups identified by Slebos et al. 
(D) Overlap of protein groups with significantly lower, significantly higher and un-changed abundance in HPV+ vs. 
      HPV- OPC in the current study (white circles) and the Slebos et al study (colored circles).


