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Figure S3 The effects of mutations in Ndc80 and Nuf2 on predicted coiled-coil formation. The probabilities of coiled-
coil formation, as predicted by Paircoil2 (McDoNNELL et al. 2006), for Ndc80 or Nuf2 containing the indicated
mutations. Where genotypes are shown (in italics), the mutations in the translated protein sequences are shown in
brackets. Areas of interest are highlighted in grey boxes.
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