Table S2 Temperature-sensitive mutants in a lethal insertion cluster identified by linker-scanning mutagenesis

Insertion (first mutation) Sequence? Growth
or Mutation 25°C 30°C 37°C
CGRRQ (Y465C) TLRQCGRRQYDSS ++ - -
CGRKY (D466C) LRQYCGRKYDSSI +++ + -
CGRND (S467C) RQYDCGRNDSSIQ +++ + -
CGRNS (S468C) QYDSCGRNSSIQON +++ ++ -
MRPQS (1469M) YDSSMRPQSIQNL +++ +++ -
Wild-type TLRQYDSSIQNL +++ +++ +++
Y465C TLRQCDSSIQNL +++ +++ ++
1469Q TLRQYDSSQQONL +++ +++ +++
Y465C 1469QP TLRQCDSSQQNL +4++ +++ -
S467A S468A TLRQYDAAIQNL +++ +++ 4+
S467D S468D TLRQYDDDIQNL +++ +++ +H+
D466G TLRQYGSSIQNL +++ +++ +++

9nsertions and mutations are in bold text
bndc80-121 allele
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