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Figure S6. Sequence alignment of sequences belonging to the plant hydroxycinnamoyl CoA shikimate/quinate hydroxycinnamoyltransferase (HCT) family.
499142250 from Sorghum Bicolor (Sb), AAZ80046 from Cynara cardunculus (Cca), ABO47805 from Coffea canephora (Cc), ABO40491 from Coffea arabica
(Ca), Q8GSM7 from Nicotiana tabacum (Nt). Red box indicates Tyr 296 in SbHCT and equivalent residues in HCT enzymes from other plant species.
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