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Liu, Figure S2

0009612 // response to mechanical stimulus
0048592 // eye morphogenesis
0007155 // cell adhesion
0001501 // skeletal system development
0030199 // collagen fibril organization
0030049 // muscle filament sliding
0002026 // regulation of the force of heart contraction
0060048 // cardiac muscle contraction
0006936 // muscle contraction
0055010 // ventricular cardiac muscle tissue morphogenesis
0009952 // anterior/posterior pattern formation
0061036 // positive regulation of cartilage development
0030154 // cell differentiation
0007275 // multicellular organismal development
0048010 // vascular endothelial growth factor receptor signaling pathway
0045941 // positive regulation of transcription
0001657 // ureteric bud development
0001822 // kidney development
0045944 // positive regulation of transcription from RNA polymerase II promoter
0009792 // embryonic development ending in birth or egg hatching
0001839 // neural plate morphogenesis
0009653 // anatomical structure morphogenesis
0001706 // endoderm formation
0035050 // embryonic heart tube development
0001705 // ectoderm formation
0001947 // heart looping
0009948 // anterior/posterior axis specification
0042074 // cell migration involved in gastrulation
0051693 // actin filament capping
0019827 // stem cell maintenance
0006355 // regulation of transcription, DNA−dependent
0042221 // response to chemical stimulus
0008595 // anterior/posterior axis specification, embryo
0030902 // hindbrain development
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Hist1h1c
Shisa2
Hist3h2a
Klhl24
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Tm6sf1
Epha4
Dsg2
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Tug1
Robo1
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Pdgfra
Kitl
Tuft1
Cd24a
Klf6
Hmga2
Sept8
Sema6d
Mpped2
Edil3
Prkg1
Myo6
Dact1
Meis1
H19
Serpinh1
Tanc2
Clu / LOC100046120
B2m
Mex3b
Peg3
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Grb10
Lcp1
Sox4
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Klhl4
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Slc39a8
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Pkdcc
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Clic6
Zbtb16
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Tcfec
Jag1
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Ap1s2
Gata4
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Hey1
Grb14
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1600029D21Rik
Prtg
Ttr
Apob
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Plac8
Gata5
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Irx5
Smarcd3
Agtr1a
Rgs4
Robo2
AY512938
Vgll2
Myocd
Ppp1r3d
Mef2c
Icam2
Six1
Rbm24
Fam19a2
Dmrt3
Lmo2
Sox18
Gcom1
Plvap
Cyr61
6720475J19Rik
Cxxc4
Smyd1
3632451O06Rik
Dep1
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6720477C19Rik
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B3gnt5
Wnk1
Dpysl2
Rnf103
Tagln
Anxa3
Bmp4
Capn6
Megf9
Zfp423
Pdgfrb
Notch3
Pde10a
Snca
Nfe2
Hba−x
Alas2
Hba−a1 / Hba−a2
Gfra2
Hbb−bh1
Hoxa1
Vwa5a
Nrp2
Fn1
Hoxd9
Ccl2
Cdx2
Cd40
Vldlr
Msx1
Msx2
Dusp9
Foxq1
Greb1 / LOC100045413
Colec12
Cxcr7
Pmp22
Ppic
Lgals1
Suv39h1
Morc4
Prdm6
Hoxa9
Hand1
Cbln1
Hoxd8
1700109F18Rik
Snai2
Nrp1
Tbx20
Rprm
Hoxc8
Lypd6
Colec11
Cd44
Zfp711
Prkar2b
Rnd2
Fli1
Ctla2a / Ctla2b
Ctla2a
Plac1
Spin2
Tdo2
Tal1
Bmp2
Wnt5a
Rgs5
Apcdd1
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Dab2
Nnat
Ctgf
Cd34
Cd93
Palld
Emcn
Nexn
Lbh
Flrt2
P4ha1
Col4a2
Col4a1
Ankrd1
1810011O10Rik
Glipr1
Loxl2
Crim1
Tpm2
Vegfa
B4galnt2
Ypel2
LOC106740
Kcnq1ot1
Tspan8
Rab6b
Kcne3
Npr3
Frem2
Dach1
Fxyd3
4933402E13Rik
Pth1r
Lamb1−1
Stxbp6
Lgmn
C130038G02Rik
Ndrg2
Cdo1
Sema3c
Shisa3
Nr2f2
Nr2f1 / LOC100046044
Slc16a12
9930013L23Rik
Cacna1h
Sparcl1
Vnn1
Ier3
Limch1
Frmd4a
Fzd1
Ccnd2
Pdgfc
Rbp4
Igfbp2
Id4 / LOC100045546
LOC100045546
Atp1b1
Trim63
Bnip3
Mmrn2
Cnn3
Apom
Afp
Apoa1
Lgals2
Apoa2
Igfbp1
Sox1
Clip4
Foxp2
Apoc2
Foxg1
Enpep
Mark1
Clstn2
Fgfbp3
1110032E23Rik
Lhx2
Ldb2
Shox2
Dmrta2
Bgn
Pln
Sema3d
Zic1
Pou3f3
Gkn1
Gkn2
Gm3515
Foxd1
Esm1

Lrig1
Fgf13
Sulf1
Slc16a3
Rgs2
Ank2
Ddx3y
Fam70a
Diras2
Tfpi
Lamc1
Fhod3
Qk
Ank3
Sox7
Nkx2−5
Tnni1
Ppp1r3c
Actc1 / LOC100048431
Ryr2
Klhl30
Sorbs2
Mylk3
Plod2
Lmo7
Emid2
Atp2a2
F3
Slco2a1
Epas1
Hs3st1
Thbd
Gyg
Gpx3
Col2a1
Rassf5
Macc1
Slc8a1
Fbxo32
Ppp1r14c
Rrad
Procr
Synpo2l
Myom1
Pdlim5
Myl3
Gdnf
Myh7
Ldb3
Esrrg
Mybpc3
Myh6 / Myh7
Apobec2
Pax1
Myl7
Tnnt2
Sphkap
Tpm1
Myl4
Nebl
Sh3bgr
Ttn
Lama1
Fam176a
Csrp3
Actn2
Myl2
Nppa
Myh6
Smpx
Hspb7
Asb2
Tecrl
Tnni3
Cacna2d2
Srgn
Dram1
Pla2g12b
Hopx
Aqp8
Fam134b
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Wt1
Cthrc1
Wnt2
Kif26b
2210016H18Rik
Zfpm2
1190007F08Rik
Ehd2
Nrk
Osbpl5
Col4a5
Frem1
Col4a6
Cttnbp2
Sfrp1
Fmod
Slc14a1
Ppbp
Gpr50
Tac2
Nell1
Cpz
Adamtsl1
Ogn
Dcn
Htra1
Col6a3
Lrrc17
Ntm
Epha3
Prss35
Ptn
Emilin1
Ncam1
Prickle2
Olfml3
Itm2a
Col5a2
Col1a1
Col1a2
Lum
S1pr3
Rerg
Mab21l2
Dkk2
Cxcl12
Tbx4
Col14a1
Col8a2
B3gnt9
Mbnl3
Pf4
Upk3b
Bnc1
Alx3
Gm98
Hpgd
Crispld2
Mrvi1
Egr1
Tgm2
Rarb
Gata6
Meg3
Hist1h2bc
Ror1
Lhfp
Spon1
Lpl
Cpe / LOC100046434
Pdzrn3
2510009E07Rik
Serpinb9
Antxr1
Pmepa1
Ttc28
Tgfbi
Myl9
Serpinf1
Cav1
Thbs1
Emp1
Sipa1l2
Pcdh7
Frmd4b
Fam65a
Nhsl2
Hand2 / LOC100046086
LOC100046086
Thbs1 / LOC640441
Cryab
Anxa2
Igfbp4
Elk3
Plat
Gsn
Igf2

Prrc1
Ahnak2
Ampd3
Pcolce
Hebp1
h3
Bnc2
Mcam
St8sia1
Fermt3
Plek
Hbb−y
Hsd11b2
Prkg2
Megf10
St3gal2
Decaf12l1
Ifit2
Steap2
Bicd1
Aldh1a2
AW551984
Fkbp14
Mmp2
Tmem119
Gas1
Tmem176b
Tmem176a
Dsc2
Asb4
Lmna
Vgll3
Gm22
Col5a1
Zadh2
Adam12
Masp1
Postn
Wisp1
Loxl1
Maf
Aff2
Plagl1
Cdc42ep3
Clec1b
Itgb1
Gas6
2610528A11Rik
Tshz1
5330426P16Rik
Arhgdib
Gypc
3830417A13Rik
Pitx1
Twist2
Adamts2
Hoxc10
Ccdc102a
Hoxd10
Hoxa10
Pitx2
S100a6
Emp3
Fbln2
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