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0030902 // hindbrain development

0008595 // anterior/posterior axis specification, embryo

0042221 // response to chemical stimulus

. [ 0006355 // regulation of transcription, DNA-dependent
0019827 // stem cell maintenance

0051698 // actin filament capping

0042074 // cell migration involved in gastrulation

0009948 // anterior/posterior axis specification

0001947 // heart looping

0001705 // ectoderm formation

0035050 // embryonic heart tube development

0001706 // endoderm formation

0009658 // anatomical structure morphogenesis

0001839 // neural plate morphogenesis

0009792 // embryonic development ending in birth or egg hatching

0045944 // positive regulation of transcription from RNA polymerase || promoter

0001822 // kidney development

0001657 // ureteric bud development

0045941 // positive regulation of transcription

0048010 // vascular endothelial growth factor receptor signaling pathway

0007275 // multicellular organismal development

0030154 // cell differentiation

0061036 // positive regulation of cartilage development

0009952 // anterior/posterior pattern formation

0055010 // ventricular cardiac muscle tissue morphogenesis

0006936 // muscle contraction

0060048 // cardiac muscle contraction

0002026 // regulation of the force of heart contraction

0030049 // muscle filament sliding

0030199 // collagen fibril organization

0001501 // skeletal system development

0007155 // cell adhesion

0048592 // eye morphogenesis

0009612 // response to mechanical stimulus
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