
DD/HH
phylum subphylum family subfamily otu logFC HH HD DD
Firmicutes Clostridia_SP Peptostreptococcaceae sfB 42717 3.0 10.1 11.4 13.2
Firmicutes Clostridia_SP Peptostreptococcaceae shG 40409 2.4 9.7 10.9 12.1
Unclassified Unclassified Unclassified ujY 33095 2.3 8.9 9.9 11.2
Firmicutes Clostridia_SP Peptostreptococcaceae sgC 41904 2.3 10.0 11.0 12.3
Unclassified Unclassified Unclassified sjJ 6120 2.3 8.0 8.9 10.3
Unclassified Unclassified Unclassified sjV 37226 2.3 7.6 8.7 9.9
Firmicutes Clostridia_SP Unclassified sfC 40934 2.3 9.2 10.2 11.5
Firmicutes Clostridia_SP Unclassified sfR 40504 2.2 9.2 10.3 11.4
Firmicutes Clostridia_SP Unclassified sgC 36397 2.2 9.7 10.6 11.9
Firmicutes Clostridia_SP Peptostreptococcaceae sfA 40632 2.2 9.4 10.5 11.6
Firmicutes Clostridia_SP Peptostreptococcaceae sfB 42235 2.1 10.3 10.4 12.4
Proteobacteria Gammaproteobacteria_SP Unclassified sfA 22452 2.1 7.7 9.4 9.9
Firmicutes Clostridia_SP Peptostreptococcaceae sfA 41490 2.1 9.6 10.1 11.7
Firmicutes Clostridia_SP Unclassified skB 41772 2.1 10.0 10.6 12.0
Firmicutes Clostridia_SP Catabacter_FM sfB 32827 2.1 8.4 9.6 10.5
Firmicutes Clostridia_SP Ruminococcus_FM sfA 5282 2.0 8.6 10.9 10.7
Proteobacteria Gammaproteobacteria_SP Vibrionaceae sfA 19913 -2.1 9.3 7.3 7.2
Unclassified Unclassified Unclassified tkB 23055 -2.1 10.3 10.2 8.2
Bacteroidetes p-2534-18B5_SP Unclassified sfC 47408 -2.1 11.1 10.6 9.0
Unclassified Unclassified Unclassified slG 31463 -2.2 10.1 9.7 7.9
Unclassified Unclassified Unclassified swE 47969 -2.2 10.6 10.5 8.4
Acidobacteria iii1-15_SP Unclassified sfA 56021 -2.2 11.5 9.0 9.3
Bacteroidetes F1CA7_SP Unclassified sfA 12404 -2.3 11.1 10.6 8.8
Fusobacteria Fusobacteriaceae_SP Fusobacteriaceae sfA 34363 -2.3 8.5 6.7 6.2
Unclassified Unclassified Unclassified sfK 20051 -2.6 11.2 9.4 8.6
Proteobacteria Gammaproteobacteria_SP Vibrionaceae sfA 19070 -2.6 11.2 8.8 8.6
Unclassified Unclassified Unclassified sfK 20397 -2.7 10.5 8.5 7.8
Proteobacteria Gammaproteobacteria_SP Vibrionaceae sfA 19658 -2.7 11.8 9.3 9.1
Proteobacteria Gammaproteobacteria_SP Vibrionaceae sfA 19425 -2.8 10.4 8.2 7.6
Proteobacteria Gammaproteobacteria_SP Enterobacteriales_Enterobacteriaceae sfA 18584 -3.0 11.2 8.7 8.2
Unclassified Unclassified Unclassified sfK 20229 -3.1 11.1 8.2 8.0
Proteobacteria Gammaproteobacteria_SP Vibrionaceae sfA 20337 -3.1 10.6 7.6 7.4
Proteobacteria Gammaproteobacteria_SP Vibrionaceae sfA 20490 -3.2 11.1 8.5 7.9
Unclassified Unclassified Unclassified sfK 20026 -3.3 10.9 8.4 7.5
Proteobacteria Gammaproteobacteria_SP Vibrionaceae sfA 20349 -3.3 9.9 6.6 6.5
Proteobacteria Gammaproteobacteria_SP Vibrionaceae sfA 18952 -3.4 10.7 7.4 7.3
Proteobacteria Gammaproteobacteria_SP Vibrionaceae sfA 19920 -3.5 10.9 8.1 7.4
Proteobacteria Gammaproteobacteria_SP Vibrionaceae sfA 20277 -3.5 10.7 7.3 7.2
Proteobacteria Gammaproteobacteria_SP Vibrionaceae sfA 20304 -3.6 11.5 8.7 7.9
Unclassified Unclassified Unclassified sfK 19901 -3.7 11.4 8.4 7.6
Proteobacteria Gammaproteobacteria_SP Vibrionaceae sfB 34380 -4.1 11.7 8.0 7.6
HD/HH
phylum subphylum family subfamily otu logFC HH HD DD
Planctomycetes Planctomycetacia_SP Pirellula_FM sfA 53239 3.6 7.2 10.8 7.9
Planctomycetes Planctomycetacia_SP Pirellula_FM sfC 54138 3.5 7.0 10.4 7.7
Planctomycetes Planctomycetacia_SP Pirellula_FM sfB 53656 3.4 7.5 10.9 8.0
Proteobacteria Alphaproteobacteria_SP Unclassified sfN 17692 3.3 7.4 10.7 8.6
Planctomycetes Planctomycetacia_SP Pirellula_FM sfE 53875 3.3 7.6 10.9 8.3
Planctomycetes Planctomycetacia_SP Unclassified sfF 53651 3.2 8.3 11.5 8.8
Planctomycetes Planctomycetacia_SP Unclassified sfE 53477 3.2 6.7 10.0 7.0
Planctomycetes Planctomycetacia_SP Unclassified sgI 53244 3.2 6.7 10.0 8.1
Unclassified Unclassified Unclassified vrL 53602 3.2 7.6 10.7 8.3
Planctomycetes Planctomycetacia_SP Unclassified sgN 54014 3.2 7.3 10.5 8.0
Planctomycetes Planctomycetacia_SP Pirellula_FM sfA 53906 3.2 6.0 9.1 6.8
Planctomycetes Planctomycetacia_SP Pirellula_FM sfA 54088 3.0 7.6 10.6 8.1
Proteobacteria Alphaproteobacteria_SP Unclassified sfI 15046 3.0 7.6 10.6 7.7
Planctomycetes Planctomycetacia_SP Unclassified sfF 54245 3.0 8.1 11.1 8.6
Unclassified Unclassified Unclassified uoU 54131 2.9 7.9 10.8 8.8
Planctomycetes Planctomycetacia_SP BCf2-25_FM sfA 53472 2.9 8.0 11.0 8.6
Unclassified Unclassified Unclassified viQ 17360 2.9 7.5 10.4 7.8
Planctomycetes Planctomycetacia_SP BCf2-25_FM sfA 53735 2.9 8.1 11.0 8.3
Unclassified Unclassified Unclassified tzF 53777 2.8 7.3 10.1 7.5
Planctomycetes Planctomycetacia_SP Unclassified sfH 53422 2.8 7.6 10.4 8.0
Planctomycetes Planctomycetacia_SP Pirellulaceae sfA 53978 2.8 6.9 9.7 6.8
Planctomycetes Planctomycetacia_SP Unclassified sfW 53628 2.7 8.3 11.0 8.8
Unclassified Unclassified Unclassified siL 53867 2.7 8.4 11.1 8.9
Planctomycetes Planctomycetacia_SP Unclassified sfB 53391 2.7 8.2 10.9 8.5
Planctomycetes Planctomycetacia_SP Unclassified sfH 53359 2.7 7.4 10.1 8.0
Unclassified Unclassified Unclassified smK 53957 2.7 7.8 10.5 8.0
Planctomycetes Planctomycetacia_SP BCf2-25_FM sfA 54009 2.7 8.3 11.0 8.3
Unclassified Unclassified Unclassified vlS 53844 2.7 7.3 9.9 7.4
Planctomycetes Planctomycetacia_SP Unclassified sfA 53794 2.6 7.3 9.9 7.7
Proteobacteria Alphaproteobacteria_SP Unclassified sfC 16981 2.6 9.1 11.7 9.5
Proteobacteria Alphaproteobacteria_SP Rhodoplanaceae sfF 51123 2.6 6.9 9.5 7.9
Proteobacteria Alphaproteobacteria_SP Unclassified sfC 17337 2.6 9.1 11.6 9.4
Planctomycetes Planctomycetacia_SP Unclassified sfV 53451 2.6 6.2 8.8 6.3
Planctomycetes WPS-1_SP Unclassified sfK 52444 2.5 7.5 10.0 8.0
Planctomycetes Planctomycetacia_SP Pirellula_FM sfB 54002 2.5 8.6 11.1 9.2
Unclassified Unclassified Unclassified sfR 15762 2.5 8.5 11.0 8.8
Proteobacteria Alphaproteobacteria_SP Unclassified sgR 14746 2.4 6.0 8.5 6.5
Unclassified Unclassified Unclassified sfR 15957 2.4 7.0 9.4 7.6
Planctomycetes Planctomycetacia_SP Unclassified sfA 53842 2.4 8.9 11.3 9.2
Planctomycetes Planctomycetacia_SP Pirellula_FM sfG 53462 2.3 8.3 10.7 8.4
Planctomycetes Planctomycetacia_SP Unclassified shO 53776 2.3 7.8 10.1 7.7
Proteobacteria Alphaproteobacteria_SP Unclassified sfA 15089 2.3 8.9 11.2 9.2
Planctomycetes Planctomycetacia_SP Unclassified sfD 53321 2.3 8.7 11.0 9.8
Acidobacteria iii1-15_SP Unclassified sfA 55876 2.3 7.6 9.9 8.4
Unclassified Unclassified Unclassified vjW 17270 2.3 7.8 10.1 8.2
Proteobacteria Alphaproteobacteria_SP Unclassified sfC 16735 2.3 9.3 11.6 10.4
Planctomycetes Planctomycetacia_SP Unclassified sfC 54153 2.3 7.6 9.8 7.7
Firmicutes Clostridia_SP Ruminococcus_FM sfA 5282 2.3 8.6 10.9 10.7
Unclassified Unclassified Unclassified siL 53974 2.3 9.0 11.2 9.6
Planctomycetes Planctomycetacia_SP Unclassified sfB 53905 2.3 8.0 10.2 8.0
Proteobacteria Alphaproteobacteria_SP Unclassified shK 14916 2.2 7.6 9.8 8.5
Planctomycetes Planctomycetacia_SP Unclassified sgO 53571 2.2 9.3 11.5 9.8
Planctomycetes Planctomycetacia_SP Unclassified shQ 53605 2.2 9.0 11.2 9.3
Proteobacteria Alphaproteobacteria_SP Phyllobacteriaceae sfA 16193 2.2 9.2 11.4 9.6
Planctomycetes Planctomycetacia_SP Unclassified sfB 54196 2.2 8.3 10.5 8.5
Planctomycetes Planctomycetacia_SP Unclassified sgW 53580 2.2 7.2 9.3 7.4
Planctomycetes Planctomycetacia_SP Unclassified sfU 53849 2.2 8.3 10.4 8.5
Planctomycetes Planctomycetacia_SP Unclassified sfB 54150 2.1 8.7 10.8 9.2
Proteobacteria Alphaproteobacteria_SP Phyllobacteriaceae sfA 15669 2.1 8.9 11.0 9.2
Planctomycetes Planctomycetacia_SP Unclassified sgP 53771 2.1 9.2 11.3 9.7
Planctomycetes Planctomycetacia_SP Unclassified sfC 53255 2.1 6.7 8.8 7.5
Unclassified Unclassified Unclassified stN 53389 2.1 8.3 10.4 8.6
Planctomycetes Planctomycetacia_SP Unclassified shC 54120 2.1 9.1 11.2 9.7
Unclassified Unclassified Unclassified vdD 32886 2.1 9.2 11.3 9.0
Proteobacteria Alphaproteobacteria_SP Unclassified sfM 17746 2.1 8.1 10.2 8.5
Planctomycetes Planctomycetacia_SP Unclassified sfC 53526 2.1 8.8 10.9 9.4
Proteobacteria Alphaproteobacteria_SP Azospirillaceae sfA 17199 2.1 8.2 10.3 9.2
Proteobacteria Alphaproteobacteria_SP Phyllobacteriaceae sfA 15670 2.0 8.4 10.4 9.8
Planctomycetes Planctomycetacia_SP Unclassified sfF 54161 2.0 9.1 11.1 9.3
Proteobacteria Gammaproteobacteria_SP Vibrionaceae sfA 19913 -2.0 9.3 7.3 7.2
Planctomycetes WPS-1_SP Unclassified sfA 53195 -2.1 11.4 9.3 9.4
Proteobacteria Gammaproteobacteria_SP Vibrionaceae sfA 20433 -2.2 10.9 8.8 9.9
Proteobacteria Gammaproteobacteria_SP Vibrionaceae sfA 19425 -2.2 10.4 8.2 7.6
Unclassified Unclassified Unclassified siI 57106 -2.3 13.6 11.3 12.0
Unclassified Unclassified Unclassified sfK 20354 -2.3 11.0 8.6 9.0
Proteobacteria Gammaproteobacteria_SP Vibrionaceae sfA 20402 -2.3 10.5 8.2 9.5
Proteobacteria Gammaproteobacteria_SP Vibrionaceae sfA 19883 -2.4 10.5 8.1 9.4
Proteobacteria Gammaproteobacteria_SP Vibrionaceae sfA 19070 -2.4 11.2 8.8 8.6
Proteobacteria Gammaproteobacteria_SP Enterobacteriales_Enterobacteriaceae sfA 18584 -2.5 11.2 8.7 8.2
Proteobacteria Gammaproteobacteria_SP Vibrionaceae sfA 19828 -2.5 10.8 8.3 9.4
Proteobacteria Gammaproteobacteria_SP Vibrionaceae sfA 19658 -2.5 11.8 9.3 9.1
Acidobacteria iii1-15_SP Unclassified sfA 56021 -2.5 11.5 9.0 9.3
Unclassified Unclassified Unclassified sfK 20026 -2.5 10.9 8.4 7.5
Proteobacteria Gammaproteobacteria_SP Vibrionaceae sfA 20490 -2.6 11.1 8.5 7.9
Proteobacteria Gammaproteobacteria_SP Vibrionaceae sfA 19920 -2.8 10.9 8.1 7.4
Proteobacteria Gammaproteobacteria_SP Vibrionaceae sfA 20304 -2.8 11.5 8.7 7.9
Unclassified Unclassified Unclassified sfK 20229 -2.9 11.1 8.2 8.0
Proteobacteria Gammaproteobacteria_SP Vibrionaceae sfA 20337 -2.9 10.6 7.6 7.4
Unclassified Unclassified Unclassified sfK 19901 -3.0 11.4 8.4 7.6
Firmicutes Bacilli_SP Planococcaceae sfA 8522 -3.2 8.6 5.4 6.2
Proteobacteria Gammaproteobacteria_SP Vibrionaceae sfA 20349 -3.3 9.9 6.6 6.5
Proteobacteria Gammaproteobacteria_SP Vibrionaceae sfA 18952 -3.3 10.7 7.4 7.3
Proteobacteria Gammaproteobacteria_SP Vibrionaceae sfA 20277 -3.4 10.7 7.3 7.2
Proteobacteria Gammaproteobacteria_SP Vibrionaceae sfB 34380 -3.6 11.7 8.0 7.6
DD/HD
phylum subphylum family subfamily otu logFC HH HD DD
Planctomycetes Planctomycetacia_SP Unclassified sfE 53477 -2.9 6.7 10.0 7.0
Planctomycetes Planctomycetacia_SP Pirellula_FM sfB 53656 -2.8 7.5 10.9 8.0
Planctomycetes Planctomycetacia_SP Pirellula_FM sfA 53239 -2.8 7.2 10.8 7.9
Planctomycetes Planctomycetacia_SP Pirellulaceae sfA 53978 -2.8 6.9 9.7 6.8
Proteobacteria Alphaproteobacteria_SP Unclassified sfI 15046 -2.8 7.6 10.6 7.7
Planctomycetes Planctomycetacia_SP Pirellula_FM sfC 54138 -2.7 7.0 10.4 7.7
Planctomycetes Planctomycetacia_SP Unclassified sfF 53651 -2.7 8.3 11.5 8.8
Planctomycetes Planctomycetacia_SP BCf2-25_FM sfA 54009 -2.7 8.3 11.0 8.3
Planctomycetes Planctomycetacia_SP BCf2-25_FM sfA 53735 -2.7 8.1 11.0 8.3
Planctomycetes Planctomycetacia_SP Pirellula_FM sfE 53875 -2.6 7.6 10.9 8.3
Unclassified Unclassified Unclassified tzF 53777 -2.6 7.3 10.1 7.5
Unclassified Unclassified Unclassified viQ 17360 -2.6 7.5 10.4 7.8
Unclassified Unclassified Unclassified vlS 53844 -2.6 7.3 9.9 7.4
Unclassified Unclassified Unclassified srL 17356 -2.5 9.7 11.9 9.3
Planctomycetes Planctomycetacia_SP Unclassified sgN 54014 -2.5 7.3 10.5 8.0
Planctomycetes Planctomycetacia_SP Unclassified sfV 53451 -2.5 6.2 8.8 6.3
Unclassified Unclassified Unclassified smK 53957 -2.5 7.8 10.5 8.0
Planctomycetes Planctomycetacia_SP Pirellula_FM sfA 54088 -2.5 7.6 10.6 8.1
Planctomycetes Planctomycetacia_SP Pirellula_FM sfA 53906 -2.4 6.0 9.1 6.8
Planctomycetes Planctomycetacia_SP Unclassified sfB 53391 -2.4 8.2 10.9 8.5
Planctomycetes Planctomycetacia_SP Unclassified sfH 53422 -2.4 7.6 10.4 8.0
Planctomycetes Planctomycetacia_SP BCf2-25_FM sfA 53472 -2.4 8.0 11.0 8.6
Planctomycetes Planctomycetacia_SP Unclassified shO 53776 -2.4 7.8 10.1 7.7
Unclassified Unclassified Unclassified vdD 32886 -2.3 9.2 11.3 9.0
Planctomycetes Planctomycetacia_SP Pirellula_FM sfG 53462 -2.3 8.3 10.7 8.4
Planctomycetes Planctomycetacia_SP Unclassified sfW 53628 -2.2 8.3 11.0 8.8
Planctomycetes Planctomycetacia_SP Unclassified sfB 53504 -2.2 8.8 10.5 8.3
Unclassified Unclassified Unclassified sfR 15762 -2.2 8.5 11.0 8.8
Planctomycetes Planctomycetacia_SP Unclassified sfA 53794 -2.2 7.3 9.9 7.7
Unclassified Unclassified Unclassified siL 53867 -2.2 8.4 11.1 8.9
Planctomycetes Planctomycetacia_SP Unclassified sfB 53905 -2.2 8.0 10.2 8.0
Proteobacteria Alphaproteobacteria_SP Unclassified sfC 16981 -2.2 9.1 11.7 9.5
Proteobacteria Alphaproteobacteria_SP Unclassified sfC 17337 -2.2 9.1 11.6 9.4
Acidobacteria Holophagales_SP Unclassified sfA 56301 -2.1 7.2 9.0 6.9
Planctomycetes Planctomycetacia_SP Unclassified sfC 54153 -2.1 7.6 9.8 7.7
Proteobacteria Alphaproteobacteria_SP Unclassified sfA 31974 -2.1 8.0 9.5 7.4
Proteobacteria Alphaproteobacteria_SP Unclassified sfN 17692 -2.1 7.4 10.7 8.6
Unclassified Unclassified Unclassified swE 47969 -2.1 10.6 10.5 8.4
Planctomycetes Planctomycetacia_SP Unclassified sfA 53842 -2.1 8.9 11.3 9.2
Unclassified Unclassified Unclassified uoU 54131 -2.1 7.9 10.8 8.8
Unclassified Unclassified Unclassified tkB 23055 -2.0 10.3 10.2 8.2
Haloanaerobiales Halanaerobiaceae_SP Halanaerobiaceae sfA 32504 2.1 11.7 10.7 12.8
Firmicutes Unclassified Unclassified sfA 32682 2.4 7.8 7.4 9.7
Unclassified Unclassified Unclassified thD 32678 2.6 10.5 9.8 12.4


