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Supplementary Figures 1~5  



Supplementary Figure 1. Manual 
annotations of CID MS/MS of 38 
glycopeptides from PSA or PSAH.  
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Supplementary Figure 2. HCD MS/MS of Sulfated/phosphorylated (s/p) Glycopeptide 

HexNAc5Hex4dHex1s/p1. No diagnostic ions of sulfated/phosphorylated glycan residue 

was observed. 
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Supplementary Figure 3. Comparison of identified glycoforms between PSA and PSA 

at High pI 
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Supplementary Figure 4A. Peak areas of glycoforms associated with 3 peptide 

backbones identified from PSA at normal pI. 
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Supplementary Figure 4B. Peak areas of glycoforms associated with 3 peptide 

backbones identified from PSA at high pI. 
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Supplementary Figure 5A. Comparisons of total identified glycoforms with the 2012 

ABRF study and the published study by Behnken et al. 
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Supplementary Figure 5B. Comparisons of quantitative values of 18 

major/intermediate glycoforms identified from the 2012 ABRF study and this study. 



Supplementary Figure 5C. Comparisons of quantitative values of 32 common 

glycoforms identified from the published study by Behnken et al and this study. 
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