ATGTCCCACGTCGAAAACCTCAACGGTTCTACTATACCCATAGTCAARGAC
M S HV ENTULNG S T I P I V KD

CTTTGGTCTGGCTATGTTGCTCAAGCCCAGGAACTTTCTACTACGCGACTT
L WS GY VAQAQEUL S TTRL

CTCCTTCTCGCCGCCATCAACCTTCCTGTCATTGCCATTGTACTCAATGTT
L L L AATINUIL®PUVIATIUVILNUWV

CTCCGTCAAGTGCTTATTCCTCGCAACAAATCTGAGCCTCCGGTGGTCTTT
L RQ VLI P RNIKSEUPZPV VF

CATTGGTTACCTATCATAGGCTCAGCTGTTTCATACGGCAATGACCCTATC
H WL PITI G S AUV S Y G NDPI

AATTTCTTTTTCAAATGTCGTGAAAAGTATGGCAACGTGTTCACATTCATT
N F F F K CREI KYGNUVVFTTFTI

CTC GGTCGTCGCGTCACTGTTGCCCTGGGAGCCCAAGGCAATAATTTC
L F GRRVTVALGA AZ QG GNNTF

ATTCTTGGAGGAAAATCGACTGTGTTCAGCGCTGAGGAGGCATACACACAC
I L GG K s TV F S AZEEA AYTH

CTCACCACTCCCGTTTTTGGAAAGGATGTGGTTTACGATGTGCCCAACGAA
L T T?PVF G KDV VY DV P NE

GTTTTCATGGAACAGAAAAAGTTTGTCAAAGTCGGTTTGTCTACGGAAAAC
V F ME Q K K F VKV G6GL S TTE N

TTGCGAGCATACGTCGGCATGATTGAAGATGAAGTTGTGGAATTCATCGAG
L RAY V GMTIETDTEUVVETFIE

AATGATCCGACATTCAAAGTCTACCAGGACAACGATATAAACGAATGGGGT
N D PTVFK VY Q DNDTINEWG

TCATTCGACGTATTGAAGATTTTGGCTGARATCACCATTCTTACCGCGTCG
S FDVUILI XTIV LAETITTITULTAS

AGAACTCTCCAAGGCCAGGATGTCAGGTCGAATCTCGATAAGAAGTTTGCC
R T L Q G Q DV RS NTULUDIKIKTF A

CAGCTGTACAATGATCTGGACGGTGGTTTCACTCCCATCAACTTCTTGTTC
Q L YNDULDGGV FTU?PTINTFULF

CCCAACCTGCCTCTGGAAAACTATCGCAAACGCGATGTTGCACAGAAGAAG
P N L P L ENYRZKIRDV A Q K K

ATGAGCGAGTTCTTCCAAAGCTTCATCGAACAGCGAAGGCAAGGCCATTCA
M S E F F Q s F I E QR R QG H S

GACTATGACCAAGACATGATAGAAGCTCTCATGGAACAGAAGTACCGCTCC
DY DOQ DMTIUEA ATLMMEIOQZ K YR S

GGCAAGGGGTTGAAGGACCATGARATTGCCCACATCATGATCGCTCTTCTC
G K G L K DHETIA AUHTIMMTIA RATLTL

ATGGCTGGTCAGCACACTAGTTCGGCAACCGGATCCTGGGCTCTGCTTCAC
M A G Q H TS SATG S WATULULH

TTGGCCGACAATCCTGACATTGCCGAGGCCTTGTACCAGGAACAAGTCAAG
L ADNWPUDTIA AEA ALY QE Q V K

CACTTTAGCAATCCCGACGGCAGCTTCCGCTCTATGTCTTATGAAGAGCTT
H F S NUPUDSGSFRSM S Y E E L

AGAGAGCTCCCTGTTTTGGACTCTGTCATCCGTGAGACCCTTCGTGTACAT
R EL P VL D s VI RETTULR V H

CCTCCCATCCACAGCATTATGCGATACGTCCGTGACGATGTCCCCGTTCCT
p P I HS I MURYVRDUDV P V P

CCCACACTTTCGGCTCCTTCAGAAGACCGGACATATATCGTTCCCAAGGGT
P TL S A P S EDI RTYTI VP K G

CACTACGTACTTGCATCTCCCGCAGTCAGCCAGATGGATCCTCTCATATGG
HY VL ASPAV S QMUDUPULTIW

AGAAACCCAGAGAAGTGGGATCCTGCCCGCTGGTCGGATCCTGAGGGTATT
R NP E K WD PAIRWS D PE G I

GCTGCACAGGCCTTGAAGACCTACGTCGACGAGAACGGTGAAAAGATCGAT
A A QAL KTYVDENSGEIKTITD

TACGGTTTCGGTGCTGTCAGCAAAGGAACTGAGAGTCCCTATCAACCATTC
Y 6 F G AV S KGTE S P Y Q P F

GGTGCTGGCAAACATAGATGTATTGGAGAACAGTTCGCTTACTTGCAACTG
G A G K HURCTIGEI QTFAYUL QL

GGTACCCTTCTGTCTACCTTTGTTCGTAGAATGGAGTTGCGCATCCCGACT
G TL L S TV FV RRMETLIZRTIUPT

GGTGTGCCTGCTCAGAACTACCATACCATGATTACGATGCCCAARACGCCT
G VP A QNYHTMTITMUZPI KT P

AGACGTATTCACTACAGGAGACGCAAGGCARACTGA
R R I HY RURURIKA AN *

Figure S2 - Nucleotide sequence of the ERG11 gene of M. perniciosa and its corresponding amino acid sequence. Sequence regions marked in bold and
underlined with double lines correspond to the regions used to design primers.



