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Supplementary Table 1: 
 
Genotype of p53, sex and risk factor in hepatocellular carcinoma (HCC) patient cohort 
used for meta-analysis in Supplementary Figure 7g. 
 

 



Supplementary Table 2  
 
qChIP-PCR primers used in this study: 
DUSP4 FP: ATGGCTTACGATGGCACTG 

DUSP4 RP: TTTAAGAAGGGCGCCGAAA     

BMP2 FP: GGATCCCACGTCTATGCTATG 

BMP2 RP: CAGGGTCTGGCCTCTTATTT     

DLX2 FP: GTAATGCTCGCTTCTTAACCAATC 

DLX2 RP: CCAGGGAAAGTGGTTTCAAATATAC                          

CNIH3 FP: CCAGGTGCTCTAAGATTCACTC 

CNIH3 RP: GTCATCAAATCCAGAAAGCAAGG    

P21 −511−645 FP: AGTGGACCTCAATTTCCTCATC  

P21 −511−645 RP: TATTCCCACTGATCCCTCACTA    

P21 −4269−4381 FP: CGAGATGATGCCAACCAGAT  

P21 −4269−4381 RP: CCCATTGCCTGTTCCTCAA     

MMP3 FP: GAGAGAAGAAGTAGGTTGACTTGG 

MMP3 RP: AGCTATGTATGTACACTTTCCACTT     

PKP1 FP: TGGTCTCTGCTATGACCTCAG 

PKP1 RP: GGAGACCTCTCTCTAGGAAAGAAA     

JUNB FP: CAATGGATTGTCAGTCCTCCTAC 

JUNB RP: GGAGTCCACTGGGACAAATAC      

RASD1 FP: CTGTCCCTCTGCGACTTC 

RASD1 RP: ACTGGGTTACTTACTAGATTCCTATTC    

MT1G FP: AGATGGGCCAAGTGCAAG 

MT1G RP: GTGAGAGAAGCCGCACAC      

PELI1 FP: CGGTCTTGTATTATGGTGTTGTTG 

PELI RP: TCAGACCTCACTGGGTACTTAT      

BIRC3 FP: CCCTACATTTCCTTTCACCTCTTAC 

BIRC3 RP: GCTGCAGAAGTCCAGCATTTA      

BDNF FP: TTCAGAAACCCTCACAGTCATC 

BDNF RP: AGCATCTGCTGGCTAATTCA      

WNT7B FP: CAACTCACACAACGCACATAA 

WNT7B RP: GTGGTGTGTCTGTATGGTGT      

AURKA FP: CTGCCTTGTGATTGGTTGAC 



AURKA RP: CACCACTTCCGGGTTCTTA      

CCNB1 FP: GCCACGAACAGGCCAATAA 

CCNB1 RP: AGAAACCAACAGCCGTTCC      

CDK1 FP: CTCCGCTGACTAGAAACAGTAG 

CDK1 RP: GCGCGAAAGAAAGAGGAAAG      

CDC25C FP: GCCAGAGCAGGATAGTGTTT 

CDC25C RP: ACAGAAAGGGTGTGGAGATTG     

 
Semi-quantitative ChIP-PCR primers used in this study: 
DUSP4 FP: CGAGGGCACCGGTACCCGCCGGGTCTCTCC 

DUSP4 RP: GGACTAGGGTGAGCACAAGCCTTGAGCGC  

BMP2 FP: CCTCCTATTCCGGGGAAACAGAAGCGTGG 

BMP2 RP: GCCGCGGCCGAACACCTCCCCCTTCG 

DLX2 FP: GTAATGCTCGCTTCTTAACCAATCCGCAGGG 

DLX2 RP: TTGCAATGATAGGGTAGAACAGGGTCCTAAA 

CNIH3 FP: TGCAGGAATGTTGGGGCATAGTAGAAAG 

CNIH3 RP: GACAAGTCATCAAATCCAGAAAGCAAGGAAA 

P21 +37−342 FP: GCTCATTCTAACAGTGCTGTG 

P21 +37−342 RP: CAAGGAACTGACTTCGGCAG 

P21 −324−676 FP: CCCGGAAGCATGTGACAATC 

P21 −324−676 RP: CAGCACTGTTAGAATGAGCC 

P21 −677−981 FP: GGAGGCAAAAGTCCTGTGTTC 

P21 −677−981 RP: GGAAGGAGGGAATTGGAGAG 

P21 −964−1340 FP: CTGAGCAGCCTGAGATGTCAG 

P21 −964−1340 RP: CACAGGACTTTTGCCTCCTG 

P21 −1335−1688 FP: GAAATGCCTGAAAGCAGAGG 

P21 −1335−1688 RP: GCTCAGAGTCTGGAAATCTC 

P21 −2029−2478 FP: CACCACTGAGCCTTCCTCAC 

P21 −2029−2478 RP: CTGACTCCCAGCACACACTC 

P21 −3141−3558 FP: GACATAGCAGGTGTGATGACC 

P21 −3141−3558 RP: GTATTCAGGTGGCTGAGGTG 

P21 −4149−4525 FP: CGCGGTGCTTGGTCTCTATG 

P21 −4149−4525 RP: CCTTTCCCAACAAACAAGGGG 

MMP3 FP: GTAGGATGATACAACCTACTTTACTAATTTC 



MMP3 RP: GTATAGACTATAGCTATGTATGTACACTTTCCAC 

PKP1 FP: GGAGCAAGAGCTATGGTTCTGCCATCAGCC 

PKP1 RP: CAGGGAGACGCCCCTCTGTCCTGTTCTGC 

JUNB FP: CCAATGGATTGTCAGTCCTCCTACCCCTCTC 

JUNB RP: GGAAGCGCGTGTCCTTGTAAACAGCGGCCACG 

RASD1 FP: GAGCAGTCCAGGGTCGGGCTGAGGCTGGAGG 

RASD1 RP: GAGGACTGCAATATACGGTCCGCGCAAGCAC  

MT1G FP: GTGGAAGGCGGAGTGGAGCCCAACAGCCA 

MT1G RP: GAAGGCCTGGCAGGGTGAGAGAAGCCGCAC 

PELI1 FP: CTCCCACCGTTACCATGGTCACCGACACAC  

PELI RP: GTTTGTGGAAGATAAATTACGCAGCAGGGAAG 

BIRC3 FP: CACATACCCCTACATTTCCTTTCACCTCTTAC 

BIRC3 RP: GATAACAACCCATATAGAGAGGACGATCATTG 

BDNF FP: AGGAGTAGTTCTAGATTTGCCAGGCTCC 

BDNF RP: TGGTATGTACCAGCTGTCCCAGTCTTAG 

WNT7B FP: ACACAGCACATACCAGAAATCACACAAACA 

WNT7B RP: GTGGTGTGGTATGGGTGCATGGTGTATG 

AURKA FP: CTTACTGGCACGTTCAAAGGTTAGT 

AURKA RP: GGAGTTAAACCCTCTAGCTAGAAAGC 

CCNB1 FP: CGATCGCCCTGGAAACGCATTC  

CCNB1 RP: CCCAGCAGAAACCAACAGCCGTTC 

CDC2 FP: AAACAGTAGGACGACAC 

CDC2 RP: CGCTCAATTTCCAAGAGCCAGCT 

CDK1 FP: GAACTGTGCCAATGCTGGGA 

CDK1 RP: GCAGTTTCAAACTCACCGCG 

CDC25C FP: GAATGGACATCACTAGTAAGGCGCG 

CDC25C RP: GCAGGCGTTGACCATTCAAACCTTC 

E2F1 FP; GGCTACAGGTTGAGGGTCACG 

E2F1 RP:GAGCGCCGCCACAATTGGCT 

TK1 FP: AGACACATCCATCATGGCGTCTACA 

TK1 RP: GAAGTTCACGAACCCGAGTACTCT 

!



Supplementary Table 3 
 
qRT-PCR primers: 
DUSP4 FP: CCTGGCAGCCATCCCACCCCCGGTTCCCC 

DUSP4 RP: GCTGATGCCCAGGGCGTCCAGCATGTCTCTC 

WNT7B FP: CCAACATCATCTGCAACAAGATTCCTG 

WNT7B RP: CGAAGACGGTCTTCTCGCCGAGGGCAGAG 

CDKN1A FP: TCAGAGGAGGCGCCATGT 

CDKN1A RP: TGTCCACTGGGCCGAAGA 

BMP2 FP: GGAGCTGGGCCGCAGGAAGTTCGCGGC 

BMP2 RP: TGGTCTGGGGCGGGTGAGCCCGGCTGA 

DLX2 FP: CTCCAGCACGTACCACCAGCACCAGCAG 

DLX2 RP: CTGGTAGGAACCCATGTGCGCGATGGGCGAG 

CNIH3 FP: CCCCATAGACCAGTGCAATCCTGTTC 

CNIH3 RP: AGGGACATTCAGCCCCAGCGTGAGCCAC 

MMP3 FP: CCTGCTTTGTCCTTTGATGC 

MMP3 RP: TGAGTCAATCCCTGGAAAGTC 

PKP1 FP: CTCAGACAGCAAGGTTTCGATAG 

PKP1 RP: GTGAACTTTCCCAAATACTGCAC 

JUNB FP: ATGGAACAGCCCTTCTACCACG 

JUNB RP: AGGCTCGGTTTCAGGAGTTTG 

RASD1 FP: GAACTGCTATCGCATGGTCATCCTCGGCT 

RASD1 RP: GGAGTAGAACTTGCGGTGGAAGTCCTC 

MT1G FP: TTCCCTTCTCGCTTGGGAACTCTA 

MT1G RP: GCTCTTCTTGCAGGAGGTGCATTT 

PELI1 FP: TGTTCCTCTGTGGCTTGGATGTGA 

PELI1 RP: TTGTTCACCAGCCAACTGATGTGC 

BIRC3 FP: ATGAAGCCAGGTGTGGTGGTATGT    

BIRC3 RP: TCAGTATGCTGCCCAGGATGGATT 

BDNF FP: ATTGGCTGGCGATTCATAAG 

BDNF RP: GTTTCCCTTCTGGTCATGGA 

PANDA FP: TGCACACATTTAACCCGAAG 

PANDA RP: CCCCAAAGCTACATCTATGACA

HPRT FP: GCTGGTGAAAAGGACCTCT 



HPRT RP: CACAGGACTAGAACACCTGC 

IL8-FP: GGCACAAACTTTCAGAGACAG     

IL8-RP: ACACAGAGCTGCAGAAATCAGG 

 

siRNA SAFA: 
S102781002: CTGGCCGTGGTAGTTACTCAA 

S102780540: AGGATATTATTGAATACCCAA 

 

 

 



Supplementary Table 4 
Probes for chromatin-isolation by RNA purification
 

PANDA:!
GAGGATGCCTCTCTTCAAAC 

ACAGGTGTCATAGATGTAGC 

CCAGGTTGGTAACACTGATG 

TCTGCTGCAAATCTCAGTTT 

GGAATTACCTTTGACAGTGG 

CCAACCAGATTTGCCGAAAT 

GGTGAAGCTCTATGGAACTG 

AGGTGGATCCCTGTAGAGAT 

TGAACATATCTGGACCACCT 

ACTAAAATACAAACATTGGG 

 

LacZ: 

TAAATGTGAGCGAGTAACAACC 

TGCCATAAAGAAACTGTTACCC 

GAAGGATCGACAGATTTGATCC 

ATTTAATCAGCGACTGATCCAC 

GTCAGCAGTTGTTTTTTATCGC 

!


