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Fig. S1: Olfm2 was induced earlier than α-SMA. hES-MCs were treated with TGF-β1
for 0.5, 1, or 2 h. Western blot (A) was performed to detect Olfm2 (A and B) and α-SMA
(A and C) protein expression as indicated and quantified by normalizing to α-Tubulin (B
and C). *, p<0.01 compared to vehicle-treated group (0 h) for Olfm2 (B) and α-SMA (C),
respectively. n=3.
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Fig S2: Olfm2 expression was Smad2/3-dependent. Smad2/3 expression in hES-MCs
were knocked down by Smad2 (Ad-shS2) and Smad3 shRNA (Ad-shS3), respectively,
followed by TGF-β1 (1 ng/ml) treatment for 24 h. Olfm2, Smad2 and Smad3 protein
expression were detected by western blot (A) and quantified by normalizing to α-
Tubulin. Smad3 knockdown completely inhibited TGF-β-induced Olfm2 expression,
while Smad2 knockdown significantly reduced Olfm2 expression. *, p<0.01 compared
to control shRNA (Ad-GFP)-transduced group with TGF-β1 treatment (n=3).
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Fig S3: Smad3, but not Smad2, inhibited Herp1 expression. hES-MCs were
transfected with control (pcDNA), Smad2, or Smad3 expression plasmid (3 µg) in 6-
well plates. qRT-PCR were performed to detect Herp1 expression. *, p<0.01 compared
to pcDNA group (n=3).
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