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CLUSUAL 2.1 mulUiple sequence alignmenU 

 

 

AF228550.1      GCAACAGUCCUAAUAUUCACGUCUCGUGUGUUUGUGUCUGUUCGCCAUCCCGUCUCCGCU 60 

L37517.1        ------GUCCUAACAUACACGUCUCGUGUGUUUGUGUCUGUUCGCCAUCCCGUCUCCGCU 54 

AF033807.1      GCAACAGUCCUAACAUUCACCUCUCGUGUGUUUGUGUCUGUUCGCCAUCCCGUCUCCGCU 60 

M15122.1        GCAACAGUCCUAACAUUCACCUCUCGUGUGUUUGUGUCUGUUCGCCAUCCCGUCUCCGCU 60 

D16249.1        GCAACAGUCCUAACAUCCGUCUCUCGUGUGUUUGUGUCUGUUCGCCAUCCCGUCUCCGCU 60 

AF228551.1      GCAACAGUCCUAAUAUUCACGUCUCGUGUGUUUGUGUCUGUUCGCCAUCCCGUCUCCGCU 60 

X00018.1        GCAACAGUCCUAACAUUCUUCUCUCGUGUGUUUGUGUCUGUUCGCCAUCCCGUCUCCGCU 60 

AF228552.1      GCAACAGUCCUAACAUUCACCUCUUGUGUGUUUGUGUCUGUUCGCCAUCCCGUCUCCGCU 60 

                      ******* ** *   *** *********************************** 

 

AF228550.1      CGUCACUUAUCCUUCACUUUCCAGAGGGUCCCCCCGCAGACCCCGGUGACCCUCAGGUCG 120 

L37517.1        CGUCACUUAUCCUUCACUUUCCAGAGGGUCCCCCCGCAGACCCCGGUGACCCUCAGGUCG 114 

AF033807.1      CGUCACUUAUCCUUCACUUUCCAGAGGGUCCCCCCGCAGACCCCGGUGACCCUCAGGUCG 120 

M15122.1        CGUCACUUAUCCUUCACUUUCCAGAGGGUCCCCCCGCAGACCCCGGUGACCCUCAGGUCG 120 

D16249.1        CGUCACUUAUCCUUCACUUUCCAGAGGGUCCCCCCGCAGACCCCGGUGGCCCUCGGGUUC 120 

AF228551.1      CGUCACUUAUCCUUCACUUUCCAGAGGGUCCCCCCGCAGACCCCGGUGACCCUCAGGUCG 120 

X00018.1        CGUCACUUAUCCUUCACUUUUCAGAGGGUCCCCCCGCAGAUCCCGGUCACCCUCAGGUCG 120 

AF228552.1      CGUCACUUAUCCUUCACUUUCCAGAGGGUCCCCCCGCAGACCCCGGCGACCCUCAGGUCG 120 

                ******************** ******************* *****  .*****.***   

 

AF228550.1      GCCGACUGCGGCAGCUGGCGCCCGAACAGGGACCCUCGGAUAAGUGACCCUUGUCUCUAU 180 

L37517.1        GCCGACUGCGGCAGCUGGCGCCCGAACAGGGACCCUCGGAUAAGUGACCCUUGUCUCUAU 174 

AF033807.1      GCCGACUGCGGCAGCUGGCGCCCGAACAGGGACCCUCGGAUAAGUGACCCUUGUCUCUAU 180 

M15122.1        GCCGACUGCGGCAGCUGGCGCCCGAACAGGGACCCUCGGAUAAGUGACCCUUGUCUCUAU 180 

D16249.1        GCCGACUGCGGCAGCUGGCGCCCGAACAGGGACCCUCGGAUAAGUGACCCUUGUCUCUAU 180 

AF228551.1      GCCGACUGCGGCAGCUGGCGCCCGAACAGGGACCCUCGGAUAAGUGACCCUUGUCUUUAU 180 

X00018.1        GCCGACUGCGGCAGCUGGCGCCCGAACAGGGACCCUCGGAUAAGUGACCCUUGUCUUUAU 180 

AF228552.1      GCCGACUGCGGCAGCUGGCGCCCGAACAGGGACCCUCGGAUAAGUGACCCUUGUCUCUAU 180 

                ******************************************************** *** 

 

AF228550.1      UUCUACUAUUUGGUGUUUGUCUUGUAUUGUCUCUUUCUUGUCUGGCUAUCAUCACAAGAG 240 

L37517.1        UUCUACUAUUUGGUGUUCGUCUUGUAUUGUCUCUUUCUUGUCUGGCUAUCAUCACAAGAG 234 

AF033807.1      UUCUACUAUUUUGUGUUCGUCUUGUUUUGUCUCUAUCUUAUCUGGCUAUUAUCACAAGAG 240 

M15122.1        UUCUACUAUUUUGUGUUCGUCUUGUUUUGUCUCUAUCUUAUCUGGCUAUUAUCACAAGAG 240 

D16249.1        UUCUACUAUUUGGUGUUCGUCUUGUAUUGUCUCUUUCUUGUCUGGCUAUCAUCACAAGAG 240 

AF228551.1      UUCUACUAUUUUGUGUUCGUCUUGUUUUGUCUCUAUCUUGUCUGGCUAUCAUCACAAGAG 240 

X00018.1        UUCUACUAUUUUGUGUUCGUCUUGUUUUGUCUCUAUCUUGUCUGGCUAUCAUCACAAGAG 240 

AF228552.1      UUCUACUAUUUGGUGUUUGUCUUGUAUUGUCUCUUUCUUGUCUGGCUAUCAUCACAAGAG 240 

                *********** ***** *******:********:****.********* ********** 

 

AF228550.1      CGGAACGGACUCACCAUAGGGAGCUGCAGUCCCGCCUACGGAGAAGAGGUAGGUUACGGU 300 

L37517.1        CGGAACGGACUCACCACAGGGAGCUGCAGUCCCGCCUACGGAGGAGAGGUAGGUUACGGU 294 

AF033807.1      CGGAACGGACUCACCACAGGGAACUGCAGUCUCGCCUACAGAGAAGAGGUAGGUUACGGU 300 

M15122.1        CGGAACGGACUCACCACAGGGAACUGCAGUCUCGCCUACAGAGAAGAGGUAGGUUACGGU 300 

D16249.1        CGGAACGGACUCACCACAGGGAACUGCAGUCCCGCCUACGGAGGAGAGGUAGGUUACGGU 300 

AF228551.1      CGGAACGGACUCACCACAGGGAACUGCAGUCUCGCCUACGGAGAAGAGGUAGGUUACGGU 300 

X00018.1        CGGAACGGACUCACCACAGGGAACUGCAGUCUCGCCUACGGAGAAGAGGUAGGUUACGGU 300 

AF228552.1      CGGAACGGACUCACCAUAGGGAGCUGCAGUCCCGCCUACGGAGAAGAGGUAGGUUACGGU 300 

                **************** *****.******** *******.***.**************** 
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ssPurines pal II 
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AF228550.1      GAGCCAUUGGAAAUGGGGGUCUCGGGCUCAAAAGGGCAGAAACUCUUUGUUUCUGUUUUA 360 

L37517.1        GAGCCAUUGGAUAUGGGGGUCUCGGGCUCAAAAGGGCAGAAACUCUUCGUUUCUGUACUA 354 

AF033807.1      GAGCCAUUGGAAAUGGGGGUCUCGGGAUCAAAAGGGCAGAAACUCUUUGUUUCUGUUCUA 360 

M15122.1        GAGCCAUUGGAAAUGGGGGUCUCGGGAUCAAAAGGGCAGAAACUCUUUGUUUCUGUUCUA 360 

D16249.1        GAGCCAUUGGAAAUGGGGGUCUCGGGCUCAAAAGGGCAGAAACUCUUCGUUUCUGUUUUA 360 

AF228551.1      GAGCCAUUGGAAAUGGGGGUCUCGGGCUCAAAAGGGCAGAAACUCUUUGUUUCUGUUUUA 360 

X00018.1        GUGCCAUUGGAUAUGGGGGUCUCGGGCUCAAAAGGGCAGAAACUCUUUGUUUCUGUUUUA 360 

AF228552.1      GAGCCAUUGGAAAUGGGGGUCUCGGGCUCAAAAGGGCAGAAACUCUUUGUUUCUGUUUUA 360 

                *:*********:**************.******************** ********: ** 

 

AF228550.1      CAAAGGCUCCUCUCAGAGAGGGGUCUUCAUGUGAAAGAGAGUAGUGCAAUAGAAUUUUAU 420 

L37517.1        CAAAGGCUCCUCUCAGAGAGGGGUCUUCAUGUGAAAGAGAGUAGUGCAAUAGAAUUUUAU 414 

AF033807.1      CAAAGACUCCUCUCAGAGAGGGGUCUUCAUGUGAAAGAGAGCAGUGCAAUAGAGUUUUAU 420 

M15122.1        CAAAGACUCCUCUCAGAGAGGGGUCUUCAUGUGAAAGAGAGCAGUGCAAUAGAGUUUUAU 420 

D16249.1        CAAAGGCUUCUCUCAGAGAGGGGUCUUCAUGUGAAAGAGAGCAGUGCAAUAGAAUUCUAU 420 

AF228551.1      CAAAGGCUCCUCUCAGAGAGGGGUCUUCAUGUGAAAGAGAGCAGCGCAAUAGAGUUUUAU 420 

X00018.1        CAAAGGCUCCUCUCAGAGAGGGGUCUUCAUGUGAAGGAGAGCAGCACAAUAGAGUUUUAU 420 

AF228552.1      CAAAGGCUCCUCUCAGAGAGGGGUCUUCAUGUGAAAGAGAGUAGUGCAAUAGAAUUUUAU 420 

                *****.** **************************.***** ** .*******.** *** 

 

AF228550.1      CAGUUUCUAAUA 432   

L37517.1        CAGUUUCUGAUA 426  

AF033807.1      CAGUUCCUAAUA 432 

M15122.1        CAGUUCCUAAUA 432   

D16249.1        CAGUUCCUAAUA 432   

AF228551.1      CAGUUUCUUAUA 432   

X00018.1        CAGUUUCUGAUA 432   

AF228552.1      CAGUUUCUUAUA 432   

                ***** ** *** 
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