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""""" Synaptobrevin :: SNARE I
SCAN :: SCAN I
Y PX :: Reticulon I
i Hormone_recep :: Hormone_recep IS
Syntaxin :: Syna[gtobrevln [ ¢ ]
Arm :: Ran_BP1 I
Skp1_POZ :: F-box—like I
Skp1 :: F-box-like NN
SNARE :: SNARE I
Hormone_recep :: zf-C4
Syntaxin :: Sgntaxin —/3
CARD :: BIR N
zf-C4 :: zf-C4 N
1Q :: EF_hand_5 N
SCAN :: Myb_DgA—biTDdBJ [ ]

1,213)

60% precision
&
)

UCLcoIPH\:/:I _z_f—RIr:\jG!j
sztlp_j zbdle 1 o

"EAGE “HATK mm Domain pairs:

- ) IC:'? : Cr—l mmm [ In 3did
4 ilament :: Filament H H

J : UQ_con : iR mmm MNotin 3did CALMi  CALM2  CALML3
Protein domains
m EF_hand_5 m CH | TIG
mQ m RasGAP_C m CG_1

Domain pairs (n

O Protein
Domain pairs for HI-1l-14 PPlIs:
—— Enriched in HI-II-14 and in 3did (TP = 182)
—— Enriched in HI-II-14 and not in 3did (FP = 81)
----- Not enriched in HI-1-14 and in 3did (FN = 91)
Not enriched in HI-1l-14 and not in 3did (TN = 318)



