Table S2 Number of significant genes detected by different methods

Bias DESeq2 edgeR (overlap?) baySeq (overlap?)
Sex 2,308 1,249 (85.6%) 557 (98.4%)
Female 905 251 (91.2%) 88 (98.9%)
Male 1,403 998 (84.2%) 469 (98.3%)
Population 2,474 1,015 (87.9%) 496 (97.2%)
Africa 1,230 465 (88.2%) 200 (95.5%)
Europe 1,244 550 (87.6%) 296 (98.3%)

2@ Percent overlap with the significant genes detected by DESeq2.
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