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Supplementary Information

Table S1. Values of HN RDC in Phages at high salt

Phages SO0mM NacCl

Seq.No. Res. RDC

2 GLU -3.96
3 SER 7.16
4 ILE -0.75
5 PHE 15.01
7 GLU 15.7
8 LYS 9.89
9 GLN 5.16
11 GLY 4.57
12 SER 9.47
13 LEU 11.82
15 ALA -5.48
17 HIS -2.53
18 CYS -9.32
20 ASN 3.53
21 ASN -14.07
23 LEU 0.18
25 GLY -9.17
27 TYR 7.80
28 PHE -4.73
29 SER -3.37
32 GLU -2.20
34 SER 7.71
35 SER -15.96
36 ILE -9.53
38 HIS -5.76
47 ARG -2.73
51 GLY 2.02
53 VAL 1.50
54 THR 6.72
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142 LEU 0.08

143 ILE 0.40
144 SER 0.54
145 ASP -13.86
146 THR -4.07
148 LEU -12.30
149 ALA -5.22
150 LEU -12.51
151 PHE -9.69
154 GLN -16.29
155 LEU -8.46
158 GLU -8.64
159 GLY 16.16
161 SER 24.14
162 ILE 17.00
163 PHE 14.95
164 VAL -3.09
165 VAL -13.15
166 LYS -10.59
167 GLY 4.09
168 ASP -3.41
169 LEU 8.27
171 ASP -1.42
172 CYS 12.17
173 GLU 10.48
174 ALA -6.73
175 ASP 3.95
176 GLN 11.01
177 LEU -1.25
181 ILE 0.89
182 ARG 4.34

Table S2. RDC collected in phages at low ionic strength.

Phages no salt

Seq.No. Res. RDC

2 GLU 0.54
3 SER -0.03
4 ILE 0.15

5 PHE 0.01

7 GLU 0.57

8 LYS 1.13

9 GLN 4.22

10 GLU -1.8

11 GLY 0.56
12 SER 0.28

13 LEU -0.76
15 ALA -0.59
17 HIS -0.43
19 LEU 11.96

21 ASN 1.25
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Table S3. RDC collected in gels

Gels
Seq.No. Res. RDC
4 ILE 8.5
7 GLU -2.1
11 GLY 6.2
24 GLN 23
25 GLY -3.7
38 HIS -0.7
51 GLY 23



54 THR 5.1

60 THR -1.4
67 GLY 10
72 SER 4.6
79 VAL 8.6
93 ALA -0.3
94 LEU -1.7
111 SER -14.3
112 PHE 1
116 PHE -1.2
118 GLU 2.2
121 PHE 4.1
123 VAL -5.43
124 ARG 2.2
126 LEU 6.2
127 GLY 6.6
131 PHE 2.1
132 ASN 0.3
138 THR 8.1
139 LEU 7.7
142 LEU -1
143 ILE 2.1
145 ASP -4.3
149 ALA -4.2
150 LEU 1.2
159 GLY -2.4
161 SER 0.2
163 PHE -7
164 VAL -3.6
165 VAL 53
167 GLY -4.8
169 LEU -7

Table S4. RDC collected in doped bicelles.

doped Bicelles
Seq.No. Res. RDC
2 GLU -0.29
3 SER 0.17
4 ILE -0.24
5 PHE -5.50
8 LYS -0.38
9 GLN 2.38
10 GLU -0.24
11 GLY -2.56
13 LEU -0.79
15 ALA 0.50
17 HIS 0.03
19 LEU -0.64

21 ASN 0.13
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