
BA
Illumina mapping: 1 Mb, 312 genes 

Conventional fine mapping: 240 kb, 80 genes  

Fosmid sequencing of central 127 kb: 41 genes, 383 SNPs Hh-0 vs. Col-0  

Rare SNPs  (< 25 % in 80 accessions): 122 SNPs

Knock-down and reconstitution with genomic fragments

Non-synonymous rare SNPs: 6 SNPs in At3g61450, At3g61480, At3g61520, At3g61540
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