pKC394
pKP96
N3
pMURO050
pKC396
p12

100 pECN580

100

OMAK2 MOB-F/IncN1

p9

pCU1
pLEW517
pNL194
pKOX105
R46
pTR4

pTR3
pNDM-ECS01 MOB-e#/IncN2
p271A
pJIE137

0.1

R388 (MOB:1/IncW)

Figure S22A



Figure S22B

hypothetical protein
transposase TnpA \ hypothetical protein
recombinase unknown
— " unknown.

arsenate reductase——— - - . KikA
arsenite transport protein/_/ - ... ‘\unknown

arsenite acitvated ATPase \
S

repressor protein \ \
repressor protein,

& \
unknown . '
N\ N\,
unknown ' N
N \

tetracycline resistance protein.
Y

> TraC
¥
p 5 Q /entry exclusion protein
tetracycline repressor protein\ N
. __TraD
unknown._ = / g
/TraN
’/TraE

/ % ___TraO
unknown___ 7} S /" Y
iy
__TraF
Sull dihydropteroate synthase— . . e
QacEdeltal—— R46
" 1
unknown—— . - —TraG

50969 bp

OXA-2 beta-lactamase precursor——

aminoglycoside (3'") adenylyltransferase/‘ “

OXA-2 beta-lactamase precursor— ; 5 [
integ rase/\\\ ) S Tral

resolvase

~——Fip

RepA protein

ArdK protein/ \

Mpr protein !

MucB protein™ 3
MucA protein . . L
ArdB protein - 23 -\ ch} srcoc_z:::]protem
ATAR protel c é“ ArdA protein
9 CcgD protein CcgC protein

——endonuclease

pKC394

B 100% identity

] 70% identity
50% identity

pKC396

B 100% identity
70% identity
50% identity

pECN580
100% identity
70% identity
50% identity

pKP96
100% identity
70% identity
50% identity

N3

B 100% identity

[ 70% identity
50% identity

pMURO50

] 100% identity
70% identity
50% identity

pl2
100% identity
70% identity
50% identity

pMAK2

] 100% identity
70% identity
50% identity

p9
100% identity
70% identity
50% identity

pLEWS517

B 100% identity
70% identity
50% identity

pNL194

B 100% identity

"] 70% identity
50% identity

pKOX105

B 100% identity

] 70% identity
50% identity



Figure S22C

plasmid conjugative transfer endonuclease
transposase ISEc33 TraG

metallo—beta—lactamase\ ’ . . TraF
bleomycin resistance protein\ ) /

delta phosphoribosylanthranilate isomerase\

transposase 1SSen4.

i
S

transposase |SSen4
hypothetical protein

TnpR
p\

__Eep
) /TraC
transposase Tn501—__
___TraB
p271A
delta FipA— 35947 bp
;\TraA

Tral—"
S~ TraL

" KorB

\hypothetical protein
hypothetical protein

’\ \hypothetical protein

putative resolvase

StbA— \
hypothetical protein——— - RepA
ypothetical protein Stlrls// .. -— —

StbC \, T ArdK )
hypothetical protein single-strand DNA-binding protein
CcgAl Mpr

“—hypothetical protein

pNDM-ECSO1

B 100% identity
70% identity
50% identity

pTR4

[ 100% identity
70% identity
50% identity

pTR3
100% identity
70% identity
50% identity

pJIE137
100% identity
70% identity
50% identity



